	SHORT SUMMARY OF THE PROJECT


	Job ID
	202204122142-79HT3R22YV33F4JV

	Project name
	Stylosanthes scabra genome assembly

	Selected program
	BUSCO_v5

	Selected ortholog set
	Fabales


	COMPLETENESS ASSESSMENT RESULTS


	Total number of core genes queried
	5366

	Number of core genes detected

	  Complete
	4973 (92.68%)

	  Complete + Partial
	5068 (94.45%)

	Number of missing core genes
	298 (5.55%)

	Average number of orthologs per core gene
	1.89

	% of detected core genes that have more than 1 ortholog
	74.96

	Scores in BUSCO format
	C: 92.7% [S: 23.2%, D: 69.5%]; F: 1.8%; M: 5.5%


