Genome-Wide Expression of WRKY Transcription
Factors in Blueberry: Go Wild and Duplicate
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Figure S1: Schematic representation of conserved motifs identified in bilberry VmWRKY
proteins.
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Motif Symbol Motif Consensus

YEWREYGOEVVEGSPYPRSYYRC
TSPGCPVREEQVERSSEDPSMVIT

TYEGEHNHFLPPARA

KDEEEGZETVEEPREVAVRETRSEVDILDDG
LDGOITEIVYKGEHNHPEPQSTRRSSSG:
TAMASTTSAAASMLLSGSSTSADG
SGRCHCSEKRESEQVERVVEVPAEGLESAD

MASTISASAPFPFTITLDLT

NLIQELTZGFELANQLERATJNEFPFGTD
MADDWDLOAVVRGCSARASSSSATATT
SARKKREGCYKRERTSETRTSTTEFNLIDD
PEDLIVEILGSFTKSJSMLNS

EGDEDEFPDAKRERETIE
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