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Figure S5: The unrooted phylogenetic tree was generated with the BEAST v.2.5 software,
using the complete amino acid sequences of the 72 WRKY proteins from Arabidopsis thaliana
genome and 69 WRKY proteins from Vaccinium myrtillus genome by Neighbor-Joining
method, with the UPGMA clustering method and 1000 bootstrap repeats. WRKY protein
subfamilies (I, IIa, IIb, IIc, IId, IIe and III).


