
 

 

References 
56. Dal Grande, F.; Beck, A.; Cornejo, C.; Singh, G.; Cheenacharoen, S.; Nelsen, M.P.; 

Scheidegger, C. Molecular phylogeny and symbiotic selectivity of the green algal 
genus Dictyochloropsis s.l. (Trebouxiophyceae): a polyphyletic and widespread group 
forming photobiont‐mediated guilds in the lichen family Lobariaceae. New Phytol. 
2014, 202, 455–470, doi:10.1111/nph.12678. 

57. Döring, H.; Clerc, P.; Grube, M.; Wedin, M. Mycobiont‐specific PCR primers for the 
amplification of nuclear ITS and LSU rDNA from lichenized ascomycetes. 
Lichenologist 2000, 32, 200–204, doi:10.1017/S0024282900000207. 

58. FRIEDL, T.; ROKITTA, C. Species relationships in the lichen alga Trebouxia 
(Chlorophyta, Trebouxiophyceae): molecular phylogenetic analyses of 
nuclear‐encoded large subunit rRNA gene sequences. Symbiosis 1997, 23, 125‐148. 
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55‐50 (Touch 

down) 
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:      
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rbcL 

a‐ch‐rbcL‐203 (f) Forward GAATCWTCWACWGGWACTTGGAC
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47 
[62] 
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SSU 
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CV2 Reverse CCAATCCCTAGTCGGCATCGT 

a(treb)‐nu‐SSU‐
0078‐5’‐mpn Forward CATGTCTAAGTATAAACTGCT 

50 [56] a(treb)‐nu‐SSU‐
0803‐3’‐mpn Reverse TAGGCCAGAGTCCTATCGTGTTAT 
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