
GO:0005975

carbohydrate metabol...

0.187625

59 / 3224

GO:0006091

generation of precur...

0.054872

16 / 630

GO:0006099

tricarboxylic acid c...

0.000945

9 / 153

GO:0006109

regulation of carboh...

0.029983

4 / 72

GO:0006139

nucleobase−containin...

0.996913

126 / 9427

GO:0006206

pyrimidine nucleobas...

0.000325

6 / 57

GO:0006725

cellular aromatic co...

0.982903

143 / 10119

GO:0006807

nitrogen compound me...

0.952118

186 / 12533

GO:0008150

biological_process

1.000000

537 / 32990

GO:0008152

metabolic process

0.031704

395 / 23043

GO:0009058

biosynthetic process

0.164247

187 / 10810

GO:0009060

aerobic respiration

0.000656

10 / 176

GO:0009112

nucleobase metabolic...

0.000251

8 / 101

GO:0009889

regulation of biosyn...

0.993924

51 / 4247

GO:0009890

negative regulation ...

0.193395

11 / 499

GO:0009892

negative regulation ...

0.774594

12 / 882

GO:0009987

cellular process

0.944719

399 / 25436

GO:0010109

regulation of photos...

0.004764

4 / 42

GO:0010110

regulation of photos...

0.000642

3 / 11

GO:0015977

carbon fixation

0.013900

4 / 57

GO:0015979

photosynthesis

0.036422

13 / 454

GO:0015980

energy derivation by...

0.003333

12 / 293

GO:0016051

carbohydrate biosynt...

0.584422

8 / 507

GO:0018130

heterocycle biosynth...

0.945725

76 / 5470

GO:0019222

regulation of metabo...

0.915755

81 / 5673

GO:0019253

reductive pentose−ph...

0.001687

3 / 15

GO:0019685

photosynthesis, dark...

0.001687

3 / 15

GO:0019856

pyrimidine nucleobas...

0.000722

5 / 44

GO:0031323

regulation of cellul...

0.939974

69 / 4984

GO:0034641

cellular nitrogen co...

0.995599

141 / 10323

GO:0043255

regulation of carboh...

0.008250

4 / 49

GO:0044237

cellular metabolic p...

0.169127

323 / 19145

GO:0044238

primary metabolic pr...

0.489805

326 / 19977

GO:0044249

cellular biosyntheti...

0.132079

176 / 10055

GO:0044271

cellular nitrogen co...

0.985899

73 / 5590

GO:0044281

small molecule metab...

0.000458

84 / 3598

GO:0044699

single−organism proc...

0.861791

267 / 17140

GO:0044710

single−organism meta...

0.026883

156 / 8356

GO:0044711

single−organism bios...

0.009644

69 / 3197

GO:0044723

single−organism carb...

0.450840

25 / 1478

GO:0044763

single−organism cell...

0.788410

208 / 13303

GO:0045333

cellular respiration

0.003386

11 / 256

GO:0045912

negative regulation ...

0.003978

3 / 20

GO:0046112

nucleobase biosynthe...

0.001510

6 / 76

GO:0046483

heterocycle metaboli...

0.986262

140 / 9984

GO:0048519

negative regulation ...

0.921298

19 / 1549

GO:0050789

regulation of biolog...

0.991632

122 / 8943

GO:0050794

regulation of cellul...

0.997270

103 / 7937

GO:0055086

nucleobase−containin...

0.000227

33 / 1037

GO:0055114

oxidation−reduction ...

0.061054

20 / 842

GO:0065007

biological regulatio...

0.998890

125 / 9571

GO:0071704

organic substance me...

0.398798

348 / 21172

GO:0072527

pyrimidine−containin...

0.021142

7 / 169

GO:0072528

pyrimidine−containin...

0.013361

7 / 154

GO:0080090

regulation of primar...

0.966833

66 / 4931

GO:0080152

regulation of reduct...

0.000642

3 / 11

GO:0080153

negative regulation ...

0.000642

3 / 11

GO:1901360

organic cyclic compo...

0.981923

145 / 10232

GO:1901362

organic cyclic compo...

0.911691

81 / 5659

GO:1901564

organonitrogen compo...

0.009637

91 / 4405

GO:1901566

organonitrogen compo...

0.001607

41 / 1545

GO:1901576

organic substance bi...

0.152966

179 / 10296

(A)



GO:0000785

chromatin

0.001747

15 / 400

GO:0000786

nucleosome

4.33e−06

14 / 203

GO:0005575

cellular_component

1.000000

637 / 40825

GO:0005622

intracellular

4.54e−06

393 / 21620

GO:0005623

cell

3.86e−07

426 / 23394

GO:0005694

chromosome

0.006790

22 / 787

GO:0005737

cytoplasm

4.28e−14

270 / 11662

GO:0032991

macromolecular compl...

1.22e−08

166 / 7040

GO:0032993

protein−DNA complex

1.78e−05

17 / 326

GO:0043226

organelle

0.000160

335 / 18556

GO:0043228

non−membrane−bounded...

0.004216

80 / 3817

GO:0043229

intracellular organe...

0.000131

335 / 18515

GO:0043232

intracellular non−me...

0.004216

80 / 3817

GO:0043234

protein complex

0.000423

105 / 4884

GO:0044422

organelle part

5.81e−07

155 / 6844

GO:0044424

intracellular part

3.90e−06

393 / 21594

GO:0044427

chromosomal part

0.014287

18 / 648

GO:0044444

cytoplasmic part

4.06e−13

228 / 9487

GO:0044446

intracellular organe...

4.13e−07

155 / 6806

GO:0044464

cell part

3.86e−07

426 / 23394

GO:0044815

DNA packaging comple...

7.13e−06

14 / 212

GO:1990104

DNA bending complex

4.33e−06

14 / 203

(B)



GO:0000166
nucleotide binding

0.896802
131 / 9466

GO:0003674
molecular_function

1.000000
803 / 52761

GO:0003735
structural constitue...

1.99e−05
44 / 1465

GO:0003824
catalytic activity

0.103640
441 / 27780

GO:0004448
isocitrate dehydroge...

0.000610
4 / 26

GO:0004857
enzyme inhibitor act...

0.082102
15 / 659

GO:0005198
structural molecule ...

0.000269
47 / 1795

GO:0005488
binding

0.990519
479 / 33538

GO:0005515
protein binding

0.996981
92 / 7757

GO:0008061
chitin binding

0.000252
6 / 58

GO:0016491
oxidoreductase activ...

0.002596
92 / 4511

GO:0016614
oxidoreductase activ...

0.001691
16 / 450

GO:0016616
oxidoreductase activ...

0.000695
15 / 373

GO:0016651
oxidoreductase activ...

0.000669
12 / 258

GO:0016740
transferase activity

0.949673
145 / 10703

GO:0016782
transferase activity...

0.043286
6 / 167

GO:0016783
sulfurtransferase ac...

0.000536
5 / 44

GO:0030234
enzyme regulator act...

0.235644
22 / 1218

GO:0036094
small molecule bindi...

0.878432
137 / 9805

GO:0046982
protein heterodimeri...

0.000312
14 / 308

GO:0046983
protein dimerization...

0.416100
27 / 1682

GO:0048037
cofactor binding

0.018829
29 / 1256

GO:0050662
coenzyme binding

0.043916
19 / 810

GO:0051287
NAD binding

3.73e−05
12 / 189

GO:0090353
polygalacturonase in...

0.000186
3 / 8

GO:0097159
organic cyclic compo...

0.994319
293 / 21505

GO:0097367
carbohydrate derivat...

0.980782
113 / 8793

GO:1901265
nucleoside phosphate...

0.896802
131 / 9466

GO:1901363
heterocyclic compoun...

0.994047
293 / 21490

(C)


