
GO:0006091
generation of precur...

< 1e−20
67 / 630

GO:0006464
cellular protein mod...

3.67e−05
41 / 2632

GO:0008150
biological_process

1.0000
266 / 32990

GO:0008152
metabolic process

5.14e−14
237 / 23043

GO:0009765
photosynthesis, ligh...

< 1e−20
39 / 82

GO:0009987
cellular process

8.13e−05
230 / 25436

GO:0010109
regulation of photos...

9.40e−18
13 / 42

GO:0015977
carbon fixation

8.10e−16
13 / 57

GO:0015979
photosynthesis

< 1e−20
130 / 454

GO:0018298
protein−chromophore ...

< 1e−20
39 / 98

GO:0019222
regulation of metabo...

0.9953
31 / 5673

GO:0019538
protein metabolic pr...

0.6372
47 / 6052

GO:0019684
photosynthesis, ligh...

< 1e−20
52 / 218

GO:0031323
regulation of cellul...

0.9559
31 / 4984

GO:0036211
protein modification...

3.67e−05
41 / 2632

GO:0042548
regulation of photos...

5.96e−11
8 / 29

GO:0042549
photosystem II stabi...

1.57e−12
7 / 12

GO:0043170
macromolecule metabo...

1.0000
65 / 14927

GO:0043412
macromolecule modifi...

0.0266
41 / 3747

GO:0043467
regulation of genera...

1.08e−10
8 / 31

GO:0044237
cellular metabolic p...

5.78e−15
214 / 19145

GO:0044238
primary metabolic pr...

0.9949
141 / 19977

GO:0044260
cellular macromolecu...

1.0000
64 / 13883

GO:0044267
cellular protein met...

0.4894
47 / 5760

GO:0044699
single−organism proc...

0.9988
114 / 17140

GO:0044710
single−organism meta...

6.07e−05
96 / 8356

GO:0050789
regulation of biolog...

1.0000
39 / 8943

GO:0050794
regulation of cellul...

0.9999
39 / 7937

GO:0065007
biological regulatio...

1.0000
39 / 9571

GO:0071704
organic substance me...

0.9541
158 / 21172

(A)



GO:0005575
cellular_component

1.000000
303 / 40825

GO:0005622
intracellular
1.70e−14

225 / 21620

GO:0005623
cell

7.12e−17
242 / 23394

GO:0005737
cytoplasm
1.01e−09

136 / 11662

GO:0009507
chloroplast

< 1e−20
117 / 1824

GO:0009521
photosystem

< 1e−20
104 / 246

GO:0009522
photosystem I

< 1e−20
68 / 137

GO:0009523
photosystem II

< 1e−20
75 / 177

GO:0009534
chloroplast thylakoi...

< 1e−20
72 / 398

GO:0009536
plastid

< 1e−20
117 / 1884

GO:0009579
thylakoid
< 1e−20
138 / 609

GO:0016020
membrane
5.72e−10

216 / 22084

GO:0031976
plastid thylakoid

< 1e−20
72 / 400

GO:0031984
organelle subcompart...

< 1e−20
72 / 607

GO:0032991
macromolecular compl...

< 1e−20
123 / 7040

GO:0034357
photosynthetic membr...

< 1e−20
128 / 523

GO:0042651
thylakoid membrane

< 1e−20
94 / 448

GO:0043226
organelle
0.034045

154 / 18556

GO:0043227
membrane−bounded org...

0.000148
152 / 16233

GO:0043229
intracellular organe...

0.031460
154 / 18515

GO:0043231
intracellular membra...

0.000131
152 / 16198

GO:0043234
protein complex

< 1e−20
119 / 4884

GO:0044422
organelle part

3.21e−09
92 / 6844

GO:0044424
intracellular part

1.44e−14
225 / 21594

GO:0044425
membrane part

7.10e−08
192 / 19681

GO:0044434
chloroplast part

< 1e−20
83 / 922

GO:0044435
plastid part

< 1e−20
84 / 939

GO:0044436
thylakoid part

< 1e−20
129 / 533

GO:0044444
cytoplasmic part

3.80e−15
132 / 9487

GO:0044446
intracellular organe...

2.41e−09
92 / 6806

GO:0044464
cell part

7.12e−17
242 / 23394

(B)



GO:0003674
molecular_function

1.000
307 / 52761

GO:0003824
catalytic activity

0.129
172 / 27780

GO:0004332
fructose−bisphosphat...

1.86e−09
6 / 21

GO:0005488
binding
0.947

182 / 33538

GO:0009055
electron carrier act...

3.29e−08
17 / 549

GO:0010242
oxygen evolving acti...

6.82e−14
7 / 11

GO:0016168
chlorophyll binding

< 1e−20
39 / 90

GO:0016491
oxidoreductase activ...

3.11e−07
54 / 4511

GO:0016829
lyase activity

3.48e−07
21 / 971

GO:0016830
carbon−carbon lyase ...

3.63e−11
16 / 300

GO:0016831
carboxy−lyase activi...

1.17e−06
10 / 230

GO:0016832
aldehyde−lyase activ...

2.95e−08
6 / 32

GO:0016984
ribulose−bisphosphat...

6.71e−11
7 / 24

GO:0030145
manganese ion bindin...

2.37e−07
8 / 107

GO:0043167
ion binding

0.307
102 / 16745

GO:0043169
cation binding

3.02e−06
74 / 7527

GO:0046872
metal ion binding

8.24e−06
72 / 7460

GO:0046906
tetrapyrrole binding

< 1e−20
46 / 1315

GO:0046914
transition metal ion...

2.40e−05
38 / 3188

GO:0097159
organic cyclic compo...

0.997
102 / 21505

GO:1901363
heterocyclic compoun...

0.997
102 / 21490

(C)


