
GO:0006139
nucleobase−containin...

0.999992
117 / 9427

GO:0006412
translation
2.15e−10
73 / 1941

GO:0006725
cellular aromatic co...

0.999996
126 / 10119

GO:0006807
nitrogen compound me...

0.999831
174 / 12533

GO:0006810
transport
0.108058
77 / 3927

GO:0006996
organelle organizati...

0.473045
50 / 2882

GO:0008150
biological_process

1.000000
563 / 32990

GO:0008152
metabolic process

0.566527
392 / 23043

GO:0009058
biosynthetic process

0.062401
202 / 10810

GO:0009059
macromolecule biosyn...

0.557173
130 / 7677

GO:0009116
nucleoside metabolic...

0.106238
16 / 663

GO:0009163
nucleoside biosynthe...

0.006536
11 / 267

GO:0009987
cellular process

0.527103
434 / 25436

GO:0010467
gene expression

0.069182
161 / 8506

GO:0016032
viral process

0.000680
4 / 24

GO:0016043
cellular component o...

0.615523
82 / 4926

GO:0018130
heterocycle biosynth...

0.999542
66 / 5470

GO:0019438
aromatic compound bi...

0.999885
63 / 5464

GO:0019538
protein metabolic pr...

0.000209
137 / 6052

GO:0019725
cellular homeostasis

0.001514
19 / 514

GO:0022607
cellular component a...

0.522569
27 / 1578

GO:0022613
ribonucleoprotein co...

0.161756
18 / 815

GO:0022618
ribonucleoprotein co...

0.020616
12 / 357

GO:0034622
cellular macromolecu...

0.572502
17 / 1019

GO:0034641
cellular nitrogen co...

0.999931
136 / 10323

GO:0034645
cellular macromolecu...

0.456401
130 / 7530

GO:0034654
nucleobase−containin...

0.999896
57 / 5064

GO:0042254
ribosome biogenesis

0.136741
14 / 590

GO:0042255
ribosome assembly

0.001337
8 / 124

GO:0042592
homeostatic process

0.010188
24 / 838

GO:0043094
cellular metabolic c...

0.061751
5 / 124

GO:0043170
macromolecule metabo...

0.888190
241 / 14927

GO:0043174
nucleoside salvage

0.000448
5 / 38

GO:0043933
macromolecular compl...

0.500229
26 / 1503

GO:0044085
cellular component b...

0.713654
36 / 2283

GO:0044237
cellular metabolic p...

0.542863
326 / 19145

GO:0044238
primary metabolic pr...

0.923013
325 / 19977

GO:0044249
cellular biosyntheti...

0.117151
185 / 10055

GO:0044260
cellular macromolecu...

0.893121
223 / 13883

GO:0044267
cellular protein met...

0.000111
133 / 5760

GO:0044271
cellular nitrogen co...

0.998820
70 / 5590

GO:0044281
small molecule metab...

0.011776
79 / 3598

GO:0044403
symbiosis, encompass...

0.002450
5 / 55

GO:0044419
interspecies interac...

0.004740
5 / 64

GO:0044699
single−organism proc...

0.947032
274 / 17140

GO:0044710
single−organism meta...

0.653331
139 / 8356

GO:0044711
single−organism bios...

0.079107
65 / 3197

GO:0044763
single−organism cell...

0.619079
224 / 13303

GO:0044764
multi−organism cellu...

0.023847
4 / 64

GO:0044766
multi−organism trans...

0.000737
3 / 11

GO:0045454
cell redox homeostas...

0.001468
12 / 253

GO:0046483
heterocycle metaboli...

0.999977
128 / 9984

GO:0046794
transport of virus

0.000543
3 / 10

GO:0050789
regulation of biolog...

0.996911
125 / 8943

GO:0050794
regulation of cellul...

0.999207
105 / 7937

GO:0051179
localization
0.200540
80 / 4272

GO:0051234
establishment of loc...

0.124325
78 / 4019

GO:0051704
multi−organism proce...

0.974003
17 / 1499

GO:0055086
nucleobase−containin...

0.123011
23 / 1037

GO:0055114
oxidation−reduction ...

0.001468
27 / 842

GO:0065003
macromolecular compl...

0.406767
21 / 1150

GO:0065007
biological regulatio...

0.992939
138 / 9571

GO:0065008
regulation of biolog...

0.049916
33 / 1429

GO:0070925
organelle assembly

0.086284
10 / 356

GO:0071704
organic substance me...

0.852514
350 / 21172

GO:0071826
ribonucleoprotein co...

0.022244
12 / 361

GO:0071840
cellular component o...

0.693895
89 / 5450

GO:1901135
carbohydrate derivat...

0.606905
26 / 1582

GO:1901137
carbohydrate derivat...

0.279343
19 / 955

GO:1901360
organic cyclic compo...

0.999990
130 / 10232

GO:1901362
organic cyclic compo...

0.999502
69 / 5659

GO:1901564
organonitrogen compo...

0.149257
84 / 4405

GO:1901566
organonitrogen compo...

0.016112
38 / 1545

GO:1901576
organic substance bi...

0.103456
190 / 10296

GO:1901657
glycosyl compound me...

0.072870
18 / 723

GO:1901659
glycosyl compound bi...

0.004110
12 / 287

(A)



GO:0005575
cellular_component

1.000000
590 / 40825

GO:0005622
intracellular
0.000118

357 / 21620

GO:0005623
cell

2.96e−06
392 / 23394

GO:0005737
cytoplasm
1.08e−13

252 / 11662

GO:0005840
ribosome
4.42e−17
70 / 1549

GO:0030529
ribonucleoprotein co...

9.79e−17
86 / 2223

GO:0032991
macromolecular compl...

2.06e−09
159 / 7040

GO:0043226
organelle
0.001267

305 / 18556

GO:0043228
non−membrane−bounded...

2.09e−11
107 / 3817

GO:0043229
intracellular organe...

0.001075
305 / 18515

GO:0043232
intracellular non−me...

2.09e−11
107 / 3817

GO:0044424
intracellular part

0.000105
357 / 21594

GO:0044444
cytoplasmic part

3.28e−12
211 / 9487

GO:0044464
cell part

2.96e−06
392 / 23394

(B)



GO:0000166
nucleotide binding

0.037344
160 / 9466

GO:0001882
nucleoside binding

0.186858
137 / 8596

GO:0001883
purine nucleoside bi...

0.174176
137 / 8563

GO:0003674
molecular_function

1.000000
782 / 52761

GO:0003735
structural constitue...

6.73e−16
67 / 1465

GO:0003824
catalytic activity

0.365915
417 / 27780

GO:0005198
structural molecule ...

1.29e−14
73 / 1795

GO:0005488
binding

0.990636
466 / 33538

GO:0005506
iron ion binding

0.989831
8 / 1067

GO:0008199
ferric iron binding

0.001573
3 / 16

GO:0010181
FMN binding

0.000789
7 / 101

GO:0016208
AMP binding

0.000302
5 / 40

GO:0016301
kinase activity

0.826764
62 / 4650

GO:0016491
oxidoreductase activ...

0.162234
75 / 4511

GO:0016614
oxidoreductase activ...

0.007988
14 / 450

GO:0016615
malate dehydrogenase...

0.000944
5 / 51

GO:0016667
oxidoreductase activ...

0.161624
8 / 356

GO:0016671
oxidoreductase activ...

0.001493
6 / 83

GO:0016740
transferase activity

0.949489
141 / 10703

GO:0016772
transferase activity...

0.762523
72 / 5228

GO:0017076
purine nucleotide bi...

0.157984
138 / 8584

GO:0019201
nucleotide kinase ac...

0.001226
5 / 54

GO:0019205
nucleobase−containin...

5.57e−07
12 / 129

GO:0019206
nucleoside kinase ac...

0.000944
5 / 51

GO:0030554
adenyl nucleotide bi...

0.324862
119 / 7701

GO:0032549
ribonucleoside bindi...

0.186858
137 / 8596

GO:0032550
purine ribonucleosid...

0.174176
137 / 8563

GO:0032553
ribonucleotide bindi...

0.061260
145 / 8668

GO:0032555
purine ribonucleotid...

0.151708
138 / 8566

GO:0032559
adenyl ribonucleotid...

0.317231
119 / 7687

GO:0036094
small molecule bindi...

0.057362
163 / 9805

GO:0043167
ion binding
0.078806

267 / 16745

GO:0043168
anion binding

0.062996
166 / 10033

GO:0043169
cation binding

0.235586
119 / 7527

GO:0046872
metal ion binding

0.376785
114 / 7460

GO:0046914
transition metal ion...

0.952156
37 / 3188

GO:0048037
cofactor binding

0.004498
31 / 1256

GO:0050662
coenzyme binding

0.002629
23 / 810

GO:0097159
organic cyclic compo...

0.989298
288 / 21505

GO:0097367
carbohydrate derivat...

0.072726
146 / 8793

GO:1901265
nucleoside phosphate...

0.037344
160 / 9466

GO:1901363
heterocyclic compoun...

0.988831
288 / 21490

(C)


