
GO:0000302
response to reactive...

9.1e−05
4 / 403

GO:0006950
response to stress

0.050391
5 / 3442

GO:0006979
response to oxidativ...

0.000708
4 / 691

GO:0008150
biological_process

1.000000
20 / 32990

GO:0008152
metabolic process

0.767686
13 / 23043

GO:0009056
catabolic process

0.141730
4 / 3379

GO:0009987
cellular process

0.934106
13 / 25436

GO:0010035
response to inorgani...

0.000198
5 / 936

GO:0033554
cellular response to...

0.076241
3 / 1657

GO:0034599
cellular response to...

0.001321
3 / 364

GO:0034614
cellular response to...

0.000786
3 / 304

GO:0042221
response to chemical

0.007763
6 / 3054

GO:0042542
response to hydrogen...

0.000954
3 / 325

GO:0042743
hydrogen peroxide me...

0.000528
3 / 265

GO:0042744
hydrogen peroxide ca...

0.000488
3 / 258

GO:0044237
cellular metabolic p...

0.830351
10 / 19145

GO:0044248
cellular catabolic p...

0.056511
4 / 2451

GO:0044699
single−organism proc...

0.902457
8 / 17140

GO:0044710
single−organism meta...

0.784753
4 / 8356

GO:0044712
single−organism cata...

0.051270
3 / 1406

GO:0044763
single−organism cell...

0.759374
7 / 13303

GO:0050896
response to stimulus

0.051318
8 / 7198

GO:0051716
cellular response to...

0.118167
5 / 4406

GO:0070301
cellular response to...

0.000528
3 / 265

GO:0070887
cellular response to...

0.080879
3 / 1699

GO:0072593
reactive oxygen spec...

0.000840
3 / 311

GO:1901700
response to oxygen−c...

0.000391
6 / 1705

GO:1901701
cellular response to...

0.021885
3 / 1006

(A)



GO:0005575
cellular_component

1.0000
28 / 40825

GO:0005618
cell wall
0.3297
1 / 579

GO:0005622
intracellular

0.8111
13 / 21620

GO:0005623
cell

0.9116
13 / 23394

GO:0005737
cytoplasm

0.7281
7 / 11662

GO:0005794
Golgi apparatus

0.1690
2 / 1081

GO:0005802
trans−Golgi network

0.0823
1 / 125

GO:0005826
actomyosin contracti...

0.0190
1 / 28

GO:0005856
cytoskeleton

0.4655
1 / 903

GO:0005938
cell cortex

0.1598
1 / 253

GO:0009505
plant−type cell wall

0.0779
1 / 118

GO:0012505
endomembrane system

0.4983
2 / 2410

GO:0015629
actin cytoskeleton

0.1273
1 / 198

GO:0030014
CCR4−NOT complex

4.08e−05
3 / 97

GO:0030312
external encapsulati...

0.3302
1 / 580

GO:0030863
cortical cytoskeleto...

0.0489
1 / 73

GO:0030864
cortical actin cytos...

0.0224
1 / 33

GO:0032153
cell division site

0.0364
1 / 54

GO:0032155
cell division site p...

0.0264
1 / 39

GO:0032991
macromolecular compl...

0.8840
3 / 7040

GO:0043226
organelle
0.9476

9 / 18556

GO:0043227
membrane−bounded org...

0.9225
8 / 16233

GO:0043228
non−membrane−bounded...

0.9360
1 / 3817

GO:0043229
intracellular organe...

0.9465
9 / 18515

GO:0043231
intracellular membra...

0.9211
8 / 16198

GO:0043232
intracellular non−me...

0.9360
1 / 3817

GO:0043234
protein complex

0.6675
3 / 4884

GO:0044422
organelle part

0.8711
3 / 6844

GO:0044424
intracellular part

0.8093
13 / 21594

GO:0044430
cytoskeletal part

0.4013
1 / 741

GO:0044431
Golgi apparatus part

0.3531
1 / 630

GO:0044444
cytoplasmic part

0.8134
5 / 9487

GO:0044446
intracellular organe...

0.8685
3 / 6806

GO:0044448
cell cortex part

0.1381
1 / 216

GO:0044464
cell part
0.9116

13 / 23394

GO:0070938
contractile ring

0.0190
1 / 28

GO:0071944
cell periphery

0.6049
2 / 2920

(B)



GO:0000175
3'−5'−exoribonucleas...

5.72e−06
3 / 49

GO:0003674
molecular_function

1.000000
37 / 52761

GO:0003824
catalytic activity

0.253885
22 / 27780

GO:0004518
nuclease activity

0.074542
3 / 1401

GO:0004527
exonuclease activity

0.000104
3 / 129

GO:0004532
exoribonuclease acti...

1.11e−05
3 / 61

GO:0004535
poly(A)−specific rib...

1.71e−06
3 / 33

GO:0004540
ribonuclease activit...

0.003720
3 / 444

GO:0004601
peroxidase activity

0.002955
3 / 409

GO:0004842
ubiquitin−protein tr...

0.036999
3 / 1050

GO:0005488
binding

0.757260
22 / 33538

GO:0005509
calcium ion binding

0.000257
5 / 819

GO:0008408
3'−5' exonuclease ac...

4.47e−05
3 / 97

GO:0016209
antioxidant activity

0.005526
3 / 512

GO:0016491
oxidoreductase activ...

0.390867
4 / 4511

GO:0016684
oxidoreductase activ...

0.003037
3 / 413

GO:0016740
transferase activity

0.790002
6 / 10703

GO:0016787
hydrolase activity

0.036298
12 / 10019

GO:0016788
hydrolase activity, ...

0.201875
4 / 3321

GO:0016796
exonuclease activity...

1.54e−05
3 / 68

GO:0016896
exoribonuclease acti...

9.05e−06
3 / 57

GO:0043167
ion binding
0.783367

10 / 16745

GO:0043169
cation binding

0.148038
8 / 7527

GO:0046872
metal ion binding

0.142657
8 / 7460

GO:0061630
ubiquitin protein li...

0.002061
3 / 360

(C)


