
GO:0000003
reproduction

0.47477
1 / 1159

GO:0001101
response to acid che...

0.11231
2 / 1059

GO:0003006
developmental proces...

0.49346
1 / 1223

GO:0007275
multicellular organi...

0.12900
3 / 2322

GO:0007568
aging

0.00226
2 / 130

GO:0008150
biological_process

1.00000
18 / 32990

GO:0009664
plant−type cell wall...

0.00593
2 / 213

GO:0009719
response to endogeno...

0.29396
2 / 1977

GO:0009725
response to hormone

0.26108
2 / 1818

GO:0009737
response to abscisic...

0.02793
2 / 482

GO:0009791
post−embryonic devel...

0.50567
1 / 1266

GO:0009987
cellular process

0.96466
11 / 25436

GO:0010033
response to organic ...

0.33542
2 / 2178

GO:0010150
leaf senescence

0.00107
2 / 89

GO:0010154
fruit development

0.20117
1 / 409

GO:0010162
seed dormancy proces...

0.01786
1 / 33

GO:0010231
maintenance of seed ...

0.00490
1 / 9

GO:0010260
organ senescence

0.00107
2 / 89

GO:0010431
seed maturation

0.03066
1 / 57

GO:0016043
cellular component o...

0.11872
5 / 4926

GO:0022414
reproductive process

0.61888
1 / 1721

GO:0022611
dormancy process

0.01786
1 / 33

GO:0032501
multicellular organi...

0.19858
3 / 2843

GO:0032502
developmental proces...

0.20560
3 / 2892

GO:0032504
multicellular organi...

0.12415
1 / 242

GO:0033993
response to lipid

0.05567
2 / 705

GO:0042221
response to chemical

0.22928
3 / 3054

GO:0044699
single−organism proc...

0.80879
8 / 17140

GO:0044702
single organism repr...

0.45788
1 / 1103

GO:0044707
single−multicellular...

0.18419
3 / 2741

GO:0044767
single−organism deve...

0.18349
3 / 2736

GO:0045229
external encapsulati...

0.00181
4 / 997

GO:0048316
seed development

0.19763
1 / 401

GO:0048366
leaf development

0.00753
2 / 241

GO:0048367
shoot system develop...

0.05694
2 / 714

GO:0048513
organ development

0.13515
2 / 1185

GO:0048608
reproductive structu...

0.42741
1 / 1006

GO:0048609
multicellular organi...

0.11252
1 / 218

GO:0048731
system development

0.07191
3 / 1802

GO:0048827
phyllome development

0.01696
2 / 369

GO:0048856
anatomical structure...

0.15016
3 / 2489

GO:0050896
response to stimulus

0.35409
5 / 7198

GO:0061458
reproductive system ...

0.42741
1 / 1006

GO:0071554
cell wall organizati...

0.00379
4 / 1223

GO:0071555
cell wall organizati...

0.00170
4 / 980

GO:0071669
plant−type cell wall...

0.01167
2 / 303

GO:0071840
cellular component o...

0.16369
5 / 5450

GO:0097305
response to alcohol

0.04436
2 / 621

GO:0097437
maintenance of dorma...

0.00490
1 / 9

GO:1901700
response to oxygen−c...

0.06295
3 / 1705

(A)



GO:0005575
cellular_component

1.00000
18 / 40825

GO:0005576
extracellular region

0.06879
3 / 2189

GO:0005618
cell wall
0.00198
3 / 579

GO:0005622
intracellular

0.99200
5 / 21620

GO:0005623
cell

0.46965
11 / 23394

GO:0005737
cytoplasm
0.80102
4 / 11662

GO:0005829
cytosol
0.21753
2 / 1987

GO:0005840
ribosome
0.50163
1 / 1549

GO:0005886
plasma membrane

0.00213
5 / 2196

GO:0016020
membrane

0.20313
12 / 22084

GO:0022626
cytosolic ribosome

0.10747
1 / 257

GO:0030312
external encapsulati...

0.00199
3 / 580

GO:0030529
ribonucleoprotein co...

0.63507
1 / 2223

GO:0032991
macromolecular compl...

0.96689
1 / 7040

GO:0043226
organelle
0.98915
4 / 18556

GO:0043228
non−membrane−bounded...

0.82920
1 / 3817

GO:0043229
intracellular organe...

0.98891
4 / 18515

GO:0043232
intracellular non−me...

0.82920
1 / 3817

GO:0044424
intracellular part

0.99188
5 / 21594

GO:0044444
cytoplasmic part

0.63090
4 / 9487

GO:0044445
cytosolic part

0.14093
1 / 343

GO:0044464
cell part
0.46965

11 / 23394

GO:0048046
apoplast
0.16987
1 / 420

GO:0071944
cell periphery

0.00015
7 / 2920

(B)



GO:0003674
molecular_function

1.000000
28 / 52761

GO:0003824
catalytic activity

0.013224
21 / 27780

GO:0005215
transporter activity

0.558148
2 / 3472

GO:0010333
terpene synthase act...

0.001226
2 / 97

GO:0015144
carbohydrate transme...

0.000456
2 / 59

GO:0016491
oxidoreductase activ...

0.085935
5 / 4511

GO:0016620
oxidoreductase activ...

0.002967
2 / 152

GO:0016787
hydrolase activity

0.273151
7 / 10019

GO:0016788
hydrolase activity, ...

0.257121
3 / 3321

GO:0016829
lyase activity

0.093431
2 / 971

GO:0016835
carbon−oxygen lyase ...

0.029437
2 / 506

GO:0016838
carbon−oxygen lyase ...

0.001488
2 / 107

GO:0016903
oxidoreductase activ...

0.004967
2 / 198

GO:0022857
transmembrane transp...

0.535613
2 / 3334

GO:0022891
substrate−specific t...

0.244080
2 / 1783

GO:0022892
substrate−specific t...

0.268906
2 / 1908

GO:0051119
sugar transmembrane ...

0.000426
2 / 57

GO:0052689
carboxylic ester hyd...

0.001606
3 / 439

GO:0080030
methyl indole−3−acet...

1.79e−05
2 / 12

GO:0080031
methyl salicylate es...

0.003709
1 / 7

GO:0080032
methyl jasmonate est...

1.49e−05
2 / 11

GO:1901476
carbohydrate transpo...

0.000456
2 / 59

(C)


