
GO:0002376
immune system proces...

2.89e−13
28 / 422

GO:0006022
aminoglycan metaboli...

4.73e−13
13 / 63

GO:0006026
aminoglycan cataboli...

2.41e−13
13 / 60

GO:0006030
chitin metabolic pro...

2.41e−13
13 / 60

GO:0006032
chitin catabolic pro...

2.41e−13
13 / 60

GO:0006040
amino sugar metaboli...

4.20e−12
13 / 74

GO:0006807
nitrogen compound me...

0.99743
123 / 12533

GO:0006950
response to stress

1.17e−12
89 / 3442

GO:0006952
defense response

3.09e−18
52 / 1047

GO:0006955
immune response

6.44e−15
28 / 362

GO:0008150
biological_process

1.00000
392 / 32990

GO:0008152
metabolic process

0.82141
266 / 23043

GO:0009056
catabolic process

0.01530
54 / 3379

GO:0009057
macromolecule catabo...

0.50750
23 / 1913

GO:0009605
response to external...

2.23e−06
37 / 1344

GO:0009607
response to biotic s...

8.37e−11
34 / 775

GO:0009627
systemic acquired re...

< 1e−20
21 / 97

GO:0009814
defense response, in...

1.11e−18
24 / 174

GO:0009987
cellular process

1.00000
257 / 25436

GO:0016998
cell wall macromolec...

1.91e−13
13 / 59

GO:0043170
macromolecule metabo...

1.00000
133 / 14927

GO:0043207
response to external...

1.83e−11
34 / 732

GO:0044036
cell wall macromolec...

1.84e−12
21 / 242

GO:0044237
cellular metabolic p...

0.99793
200 / 19145

GO:0044248
cellular catabolic p...

0.00419
44 / 2451

GO:0044260
cellular macromolecu...

1.00000
122 / 13883

GO:0045087
innate immune respon...

2.56e−16
28 / 319

GO:0046348
amino sugar cataboli...

2.41e−13
13 / 60

GO:0050896
response to stimulus

3.73e−08
132 / 7198

GO:0051704
multi−organism proce...

1.36e−08
45 / 1499

GO:0051707
response to other or...

1.52e−11
34 / 727

GO:0071554
cell wall organizati...

6.68e−07
36 / 1223

GO:0071704
organic substance me...

0.98266
232 / 21172

GO:0098542
defense response to ...

1.88e−12
32 / 598

GO:1901071
glucosamine−containi...

3.03e−13
13 / 61

GO:1901072
glucosamine−containi...

2.41e−13
13 / 60

GO:1901135
carbohydrate derivat...

0.02410
28 / 1582

GO:1901136
carbohydrate derivat...

1.13e−08
17 / 252

GO:1901564
organonitrogen compo...

0.06724
63 / 4405

GO:1901565
organonitrogen compo...

0.00049
24 / 950

GO:1901575
organic substance ca...

0.09090
42 / 2862

(A)



GO:0005575
cellular_component

1.000000
489 / 40825

GO:0005576
extracellular region

0.001950
42 / 2189

GO:0005618
cell wall

2.57e−06
22 / 579

GO:0005622
intracellular
0.999920

218 / 21620

GO:0005623
cell

0.994446
253 / 23394

GO:0005634
nucleus

0.005636
145 / 10027

GO:0005682
U5 snRNP
0.005985

3 / 31

GO:0005686
U2 snRNP
0.001673

3 / 20

GO:0005687
U4 snRNP
5.77e−05

3 / 7

GO:0009505
plant−type cell wall

0.003054
6 / 118

GO:0030312
external encapsulati...

2.64e−06
22 / 580

GO:0030529
ribonucleoprotein co...

0.999999
7 / 2223

GO:0030532
small nuclear ribonu...

0.180491
3 / 122

GO:0032991
macromolecular compl...

1.000000
24 / 7040

GO:0043226
organelle
0.997625

192 / 18556

GO:0043227
membrane−bounded org...

0.739917
188 / 16233

GO:0043229
intracellular organe...

0.997272
192 / 18515

GO:0043231
intracellular membra...

0.727135
188 / 16198

GO:0044422
organelle part

1.000000
25 / 6844

GO:0044424
intracellular part

0.999911
218 / 21594

GO:0044428
nuclear part

0.999999
7 / 2195

GO:0044446
intracellular organe...

1.000000
25 / 6806

GO:0044464
cell part

0.994446
253 / 23394

GO:0048046
apoplast
1.58e−05
17 / 420

GO:0071944
cell periphery

0.000202
57 / 2920

(B)



GO:0001071
nucleic acid binding...

1.39e−10
85 / 2691

GO:0003674
molecular_function

1.000000
795 / 52761

GO:0003676
nucleic acid binding

0.999094
133 / 11097

GO:0003677
DNA binding

0.005602
118 / 6235

GO:0003700
sequence−specific DN...

1.39e−10
85 / 2691

GO:0003824
catalytic activity

0.285742
427 / 27780

GO:0004553
hydrolase activity, ...

1.21e−07
47 / 1341

GO:0004568
chitinase activity

6.33e−12
13 / 61

GO:0005488
binding

0.130077
521 / 33538

GO:0005504
fatty acid binding

4.59e−08
9 / 49

GO:0005509
calcium ion binding

2.28e−15
48 / 819

GO:0008061
chitin binding

6.71e−15
15 / 58

GO:0008289
lipid binding
0.110910
14 / 643

GO:0016787
hydrolase activity

0.955480
133 / 10019

GO:0016798
hydrolase activity, ...

4.44e−07
47 / 1404

GO:0031406
carboxylic acid bind...

2.29e−05
14 / 243

GO:0033293
monocarboxylic acid ...

1.98e−05
9 / 99

GO:0036094
small molecule bindi...

0.954872
130 / 9805

GO:0043167
ion binding
0.000686

295 / 16745

GO:0043168
anion binding

0.756281
144 / 10033

GO:0043169
cation binding

5.61e−07
164 / 7527

GO:0043177
organic acid binding

2.29e−05
14 / 243

GO:0043565
sequence−specific DN...

4.88e−07
54 / 1724

GO:0046872
metal ion binding

3.21e−07
164 / 7460

GO:0097159
organic cyclic compo...

0.977777
297 / 21505

GO:0097367
carbohydrate derivat...

0.979693
112 / 8793

GO:1901363
heterocyclic compoun...

0.976897
297 / 21490

(C)


