
GO:0006082
organic acid metabol...

0.346698
2 / 2233

GO:0006091
generation of precur...

0.000326
4 / 630

GO:0006464
cellular protein mod...

0.002055
6 / 2632

GO:0006629
lipid metabolic proc...

0.250155
2 / 1765

GO:0006631
fatty acid metabolic...

0.177904
1 / 357

GO:0006633
fatty acid biosynthe...

0.146978
1 / 290

GO:0006636
unsaturated fatty ac...

0.003813
1 / 7

GO:0008150
biological_process

1.000000
18 / 32990

GO:0008152
metabolic process

0.327523
14 / 23043

GO:0008610
lipid biosynthetic p...

0.097588
2 / 974

GO:0009058
biosynthetic process

0.753293
5 / 10810

GO:0009765
photosynthesis, ligh...

1.06e−07
4 / 82

GO:0009987
cellular process

0.602872
14 / 25436

GO:0015979
photosynthesis

9.29e−05
4 / 454

GO:0016053
organic acid biosynt...

0.419296
1 / 981

GO:0018298
protein−chromophore ...

2.17e−07
4 / 98

GO:0019538
protein metabolic pr...

0.002283
9 / 6052

GO:0019684
photosynthesis, ligh...

5.28e−06
4 / 218

GO:0019752
carboxylic acid meta...

0.335012
2 / 2176

GO:0032787
monocarboxylic acid ...

0.314621
1 / 685

GO:0033559
unsaturated fatty ac...

0.003813
1 / 7

GO:0036211
protein modification...

0.002055
6 / 2632

GO:0043170
macromolecule metabo...

0.430520
9 / 14927

GO:0043412
macromolecule modifi...

0.011837
6 / 3747

GO:0043436
oxoacid metabolic pr...

0.345470
2 / 2227

GO:0044237
cellular metabolic p...

0.163461
13 / 19145

GO:0044238
primary metabolic pr...

0.392768
12 / 19977

GO:0044249
cellular biosyntheti...

0.845999
4 / 10055

GO:0044255
cellular lipid metab...

0.463365
1 / 1121

GO:0044260
cellular macromolecu...

0.326199
9 / 13883

GO:0044267
cellular protein met...

0.001590
9 / 5760

GO:0044281
small molecule metab...

0.599329
2 / 3598

GO:0044283
small molecule biosy...

0.503134
1 / 1257

GO:0044699
single−organism proc...

0.656513
9 / 17140

GO:0044710
single−organism meta...

0.494394
5 / 8356

GO:0044711
single−organism bios...

0.250679
3 / 3197

GO:0044763
single−organism cell...

0.636443
7 / 13303

GO:0046394
carboxylic acid bios...

0.419296
1 / 981

GO:0071704
organic substance me...

0.328045
13 / 21172

GO:0072330
monocarboxylic acid ...

0.196304
1 / 398

GO:1901576
organic substance bi...

0.706743
5 / 10296

(A)



GO:0005575
cellular_component

1.000000
20 / 40825

GO:0005622
intracellular
0.688250

10 / 21620

GO:0005623
cell

0.670728
11 / 23394

GO:0005737
cytoplasm
0.034788

10 / 11662

GO:0009507
chloroplast
0.000178
6 / 1824

GO:0009521
photosystem

5.78e−06
4 / 246

GO:0009522
photosystem I

5.64e−07
4 / 137

GO:0009523
photosystem II

1.57e−06
4 / 177

GO:0009534
chloroplast thylakoi...

3.81e−05
4 / 398

GO:0009535
chloroplast thylakoi...

2.63e−05
4 / 362

GO:0009536
plastid

0.000212
6 / 1884

GO:0009579
thylakoid
0.000196
4 / 609

GO:0016020
membrane
0.046854

15 / 22084

GO:0031976
plastid thylakoid

3.88e−05
4 / 400

GO:0031984
organelle subcompart...

0.000194
4 / 607

GO:0032991
macromolecular compl...

0.043750
7 / 7040

GO:0034357
photosynthetic membr...

0.000110
4 / 523

GO:0042651
thylakoid membrane

6.03e−05
4 / 448

GO:0043226
organelle
0.601662
9 / 18556

GO:0043227
membrane−bounded org...

0.743094
7 / 16233

GO:0043229
intracellular organe...

0.598138
9 / 18515

GO:0043231
intracellular membra...

0.740558
7 / 16198

GO:0043234
protein complex

0.081804
5 / 4884

GO:0044422
organelle part

0.235011
5 / 6844

GO:0044424
intracellular part

0.686201
10 / 21594

GO:0044425
membrane part

0.100124
13 / 19681

GO:0044434
chloroplast part

6.80e−05
5 / 922

GO:0044435
plastid part
7.41e−05

5 / 939

GO:0044436
thylakoid part

0.000118
4 / 533

GO:0044444
cytoplasmic part

0.026211
9 / 9487

GO:0044446
intracellular organe...

0.231386
5 / 6806

GO:0044464
cell part

0.670728
11 / 23394

GO:0055035
plastid thylakoid me...

2.69e−05
4 / 364

(B)



GO:0001664
G−protein coupled re...

0.00595
1 / 15

GO:0003674
molecular_function

1.00000
21 / 52761

GO:0003824
catalytic activity

0.59725
11 / 27780

GO:0004310
farnesyl−diphosphate...

0.00635
1 / 16

GO:0004311
farnesyltranstransfe...

0.00793
1 / 20

GO:0004659
prenyltransferase ac...

0.02362
1 / 60

GO:0005102
receptor binding

0.07149
1 / 186

GO:0005109
frizzled binding

0.00358
1 / 9

GO:0005488
binding
0.07211

17 / 33538

GO:0005506
iron ion binding

0.00836
3 / 1067

GO:0005515
protein binding

0.37351
4 / 7757

GO:0016168
chlorophyll binding

4.63e−08
4 / 90

GO:0016491
oxidoreductase activ...

0.00686
6 / 4511

GO:0016684
oxidoreductase activ...

0.01163
2 / 413

GO:0016740
transferase activity

0.42709
5 / 10703

GO:0016765
transferase activity...

0.11288
1 / 300

GO:0043167
ion binding

0.19274
9 / 16745

GO:0043169
cation binding

0.06776
6 / 7527

GO:0046872
metal ion binding

0.06536
6 / 7460

GO:0046906
tetrapyrrole binding

2.22e−08
8 / 1315

GO:0046914
transition metal ion...

0.13041
3 / 3188

GO:0051996
squalene synthase ac...

0.00635
1 / 16

GO:0097159
organic cyclic compo...

0.19360
11 / 21505

GO:1901363
heterocyclic compoun...

0.19285
11 / 21490

(C)


