
GO:0000003
reproduction

0.393951
1 / 1159

GO:0000280
nuclear division

0.130943
1 / 329

GO:0002376
immune system proces...

0.013419
2 / 422

GO:0006091
generation of precur...

4.34e−06
5 / 630

GO:0006139
nucleobase−containin...

0.991018
1 / 9427

GO:0006464
cellular protein mod...

0.003494
5 / 2632

GO:0006725
cellular aromatic co...

0.994083
1 / 10119

GO:0006807
nitrogen compound me...

0.988110
2 / 12533

GO:0006950
response to stress

0.173423
3 / 3442

GO:0006952
defense response

0.008928
3 / 1047

GO:0006955
immune response

0.010015
2 / 362

GO:0006996
organelle organizati...

0.721978
1 / 2882

GO:0007049
cell cycle
0.373096
1 / 1082

GO:0007126
meiotic nuclear divi...

0.060619
1 / 147

GO:0007127
meiosis I
0.031368

1 / 75

GO:0008150
biological_process

1.000000
14 / 32990

GO:0008152
metabolic process

0.904562
8 / 23043

GO:0009605
response to external...

0.109216
2 / 1344

GO:0009607
response to biotic s...

0.041608
2 / 775

GO:0009627
systemic acquired re...

0.000761
2 / 97

GO:0009765
photosynthesis, ligh...

1.65e−10
5 / 82

GO:0009814
defense response, in...

0.002414
2 / 174

GO:0009987
cellular process

0.975810
8 / 25436

GO:0015979
photosynthesis

1.80e−08
6 / 454

GO:0016043
cellular component o...

0.896120
1 / 4926

GO:0018298
protein−chromophore ...

4.09e−10
5 / 98

GO:0019538
protein metabolic pr...

0.096845
5 / 6052

GO:0019684
photosynthesis, ligh...

2.30e−08
5 / 218

GO:0022402
cell cycle process

0.318454
1 / 891

GO:0034641
cellular nitrogen co...

0.994781
1 / 10323

GO:0036211
protein modification...

0.003494
5 / 2632

GO:0042138
meiotic DNA double−s...

0.002967
1 / 7

GO:0043170
macromolecule metabo...

0.669565
6 / 14927

GO:0043207
response to external...

0.037503
2 / 732

GO:0043412
macromolecule modifi...

0.015626
5 / 3747

GO:0044237
cellular metabolic p...

0.636675
8 / 19145

GO:0044238
primary metabolic pr...

0.859885
7 / 19977

GO:0044260
cellular macromolecu...

0.771689
5 / 13883

GO:0044267
cellular protein met...

0.081428
5 / 5760

GO:0044699
single−organism proc...

0.828522
6 / 17140

GO:0044710
single−organism meta...

0.903727
2 / 8356

GO:0044763
single−organism cell...

0.962250
3 / 13303

GO:0045087
innate immune respon...

0.007855
2 / 319

GO:0046483
heterocycle metaboli...

0.993575
1 / 9984

GO:0048285
organelle fission

0.157027
1 / 400

GO:0050896
response to stimulus

0.365488
4 / 7198

GO:0051301
cell division
0.277200
1 / 756

GO:0051321
meiotic cell cycle

0.083975
1 / 206

GO:0051704
multi−organism proce...

0.130929
2 / 1499

GO:0051707
response to other or...

0.037036
2 / 727

GO:0071704
organic substance me...

0.914677
7 / 21172

GO:0071840
cellular component o...

0.920218
1 / 5450

GO:0090304
nucleic acid metabol...

0.983915
1 / 8426

GO:0090305
nucleic acid phospho...

0.336658
1 / 953

GO:0098542
defense response to ...

0.025843
2 / 598

GO:1901360
organic cyclic compo...

0.994479
1 / 10232

GO:1902589
single−organism orga...

0.498602
1 / 1587

GO:1903046
meiotic cell cycle p...

0.071375
1 / 174

(A)



GO:0005575
cellular_component

1.000000
10 / 40825

GO:0005622
intracellular
0.078728
8 / 21620

GO:0005623
cell

0.032247
9 / 23394

GO:0005737
cytoplasm
0.007895
7 / 11662

GO:0009507
chloroplast
1.42e−06
6 / 1824

GO:0009521
photosystem

9.27e−12
6 / 246

GO:0009522
photosystem I

9.83e−11
5 / 137

GO:0009523
photosystem II

1.26e−12
6 / 177

GO:0009534
chloroplast thylakoi...

1.68e−10
6 / 398

GO:0009535
chloroplast thylakoi...

1.30e−08
5 / 362

GO:0009536
plastid

1.71e−06
6 / 1884

GO:0009579
thylakoid
2.15e−09

6 / 609

GO:0016020
membrane
0.089853
8 / 22084

GO:0031976
plastid thylakoid

1.73e−10
6 / 400

GO:0031984
organelle subcompart...

2.10e−09
6 / 607

GO:0032991
macromolecular compl...

0.000333
7 / 7040

GO:0034357
photosynthetic membr...

8.64e−10
6 / 523

GO:0042651
thylakoid membrane

3.75e−08
5 / 448

GO:0043226
organelle
0.029268
8 / 18556

GO:0043227
membrane−bounded org...

0.011790
8 / 16233

GO:0043229
intracellular organe...

0.028840
8 / 18515

GO:0043231
intracellular membra...

0.011615
8 / 16198

GO:0043234
protein complex

3.01e−05
7 / 4884

GO:0044422
organelle part

0.002512
6 / 6844

GO:0044424
intracellular part

0.078137
8 / 21594

GO:0044425
membrane part

0.043156
8 / 19681

GO:0044434
chloroplast part

2.54e−08
6 / 922

GO:0044435
plastid part
2.83e−08

6 / 939

GO:0044436
thylakoid part

9.67e−10
6 / 533

GO:0044444
cytoplasmic part

0.002225
7 / 9487

GO:0044446
intracellular organe...

0.002438
6 / 6806

GO:0044464
cell part

0.032247
9 / 23394

GO:0055035
plastid thylakoid me...

1.33e−08
5 / 364
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GO:0003674
molecular_function

1.000000
13 / 52761

GO:0003824
catalytic activity

0.969653
4 / 27780

GO:0004310
farnesyl−diphosphate...

0.003936
1 / 16

GO:0004311
farnesyltranstransfe...

0.004917
1 / 20

GO:0004659
prenyltransferase ac...

0.014685
1 / 60

GO:0004721
phosphoprotein phosp...

0.007488
2 / 537

GO:0004722
protein serine/threo...

0.002838
2 / 326

GO:0005488
binding

0.023367
12 / 33538

GO:0005504
fatty acid binding

6.55e−05
2 / 49

GO:0008289
lipid binding
0.010582

2 / 643

GO:0016168
chlorophyll binding

1.64e−11
5 / 90

GO:0016740
transferase activity

0.947543
1 / 10703

GO:0016765
transferase activity...

0.071456
1 / 300

GO:0016787
hydrolase activity

0.738092
2 / 10019

GO:0016788
hydrolase activity, ...

0.195455
2 / 3321

GO:0016791
phosphatase activity

0.017737
2 / 844

GO:0031406
carboxylic acid bind...

0.001594
2 / 243

GO:0033293
monocarboxylic acid ...

0.000268
2 / 99

GO:0036094
small molecule bindi...

0.726042
2 / 9805

GO:0042578
phosphoric ester hyd...

0.026498
2 / 1046

GO:0043167
ion binding
0.203193
6 / 16745

GO:0043168
anion binding

0.738866
2 / 10033

GO:0043177
organic acid binding

0.001594
2 / 243

GO:0046906
tetrapyrrole binding

1.04e−05
5 / 1315

GO:0051996
squalene synthase ac...

0.003936
1 / 16

GO:0097159
organic cyclic compo...

0.448070
6 / 21505

GO:1901363
heterocyclic compoun...

0.447227
6 / 21490

(C)


