Table S1. Primers for qRT-PCR analysis of genes expressed in tomato roots under low light stress.

Gana name Primars Nuclealide sequences (5'—3') Siz::‘ﬁ:'m’;;ﬁ“"
— Solyc1 19066390 F CGGTCCAAACTCAGTTGTTG
e semiese JobcligensiR  CAGCATIOCCAGTORTANGA
, alyc06g00515 A
Ascnibata parxddase SolycO6gD05150 R GAACATCAGGTCCTCCCGTAAC 56
Catalase Solyc045082460 F GGCTTGATCCTTGTCGTCAT 124
SolycD4g0B2460 R CGGTGCCCAAGATCTGTAAT
. . Selye09g064850 F TGGGAGCTTCCAAATCAGTT
cumone o e T R U I T
) alyc02g
Chalcane flavanone iscmerase Salyc02g083890 R CCAAATTOCCCATAGCAAGA m
. Solyc069075660 F ACCAGGGCGAACTGATAATG
e rerspten ek SOYONITREIR  TCCOACACCAACACTAACAL ™
) , olyc05g05617
Phenylalanine ammonia lyase Solyc)5g056170 R AATACCAGCCTGTTGGAACG 9
. Selye05q047530 F GTTGGCTAACAACCCTGCAT
Trans-cinnamate 4 hydraxylase Solyc05a047530 R ACCTTACCACCAGCAACAGC 105
. L Solye019079200 F TTCGTAGGGGACTCCTTTCAG
Semerein 2R PyOWTEOR  TACACCATCINGIIACA
- . . . . | 15
Abscsic acid strass ripening pl’UtBll‘l Sglmgﬂﬂsgﬂ B GETCTTTCTTTGCCTTGTGE 93
. . Selye04g071770 F TGGAGAATCATCTTCCTCTGTTA
Ethylena-responsive transcription factor gm ggmggg cﬁé‘gﬂfgggggg&.;ﬁgﬁ 73
e ) alyel2g Ak AR
EIN3-tinding F-box protein Salye1 2009560 R CATCGGTAACCTTCCTGCAT 12
Cytokinin riboside 5-monophosphate Solyc08g062820 F TEETGGAAGTGTTGGATTGA
phosphoribahydrolase SolycO8gDE2820 R TCATGCATGTCOGAAACAAT 150
Heavy metal-associated isoprenylated plant  Solyc11g007200 F TGTCATGCCAAGGTTGTGTT 122
rotein 26 Selye11g007200 R TTCCGGTTCCACATTTCCTA
eavy melal-associaled isoprenylated plant  Solyc09g008200 F GGAGACAAAGTCCGAAGCGA 73
protein 3 Salyc09g008200 R CACAGGCATCGCGTAATGTG
NAG domain Solyc03g097650 F TTCTTGTCCCTTGCCTGCTT .
Solyc03g0a7650 R TCACCAGGCAAATTCCAGGG
Clathrin et chal Salyc03g006510 F AGGCTTACGATCTCGGTGAA 133
fin fight chain Solyel3gD0E510 R TCAAGACGGACAGCATTTTG
Anaphase promoling complex subunit 13 gg:ym&gm Emﬂﬂﬁﬁgga E%%ggﬁ%ﬁ%ﬁi;ﬁgﬂ =1
. . . Selye129089270 F GGGCCCCAATTACAAAAGAT
Auxin responsive SAUR protein gmw ggmﬂ;gg E&AﬂEMT#EEEgFGg‘CGAG 123
) olyc01g1105 CAA A
Small auxin up-regulated RNAS Selye01g110590 R CGAACCCAAATTCTTCCTCA 141
; . Solye079043580 F ATGAAGGCCTTGCAAGAGCT
Phytechrome-interacting factor 4 (PIF4) gmym.;gm%ggﬁ ?TDE%-FTTDGC&AE-?GEME “‘é‘%ﬂ 126
, , olyc03g11554 Al
Phytochrome-interacting factor 7 (PIF7) Solyc03g115540 R GCCGATACAAAGCTGCCATG 131
. Selye07g063670 F CTTACTGCCTCTTCCCCACE
Transcriplion factor Noizzle Salyc07063670 R CTCCCGTTGAGGTETGETIC 144
_ _ Solye099065910 F CATGTCAAGCCCAGTAGCAAT
Photosystem |l reaction cantar W protein g“' 09 MDEEH.IS'? g%mh A ggﬁ;{"ﬁ-ﬁ%@ﬁr? 73
L , olyc06g06337 A AGA
Chiarophyll a-b binding pratein Solyc06aD63370 R ATGCCTGATATTTGGCGAAG 123
. . Selye10g086580 F AGTGGAAATGCAGGAGAGCC
Ribuloss bisphosphate carboyiasa Solyc10g0B6580R  CTACCAGCTCCTGCATCGAG 122
Etensinlike orotain Solyc025030220 F GCTTTGGAAATTTGGGACAAAG -
XEnEin-gis protes Salyc02g030220 R AGCAACAACAGTGCTGGCTAC
Solyc015087210 F CTGGTGGTGCAAAACACATC
Cellulose synthase Salyc01087210 R CTCCCTTACTGGGTCCACAAC Bs
bectin 1 Salyc12g019120 F TGGGGAATTGGTAATTCTGG 102
e e SolcOITIGB00F  AGATGGTATORGOCAGGAGT
olyc03g1165
Polygalacturonase Solyc3g116500 R AAGCCGTTGGAGCATGATGA 80
R . Selye10g044700 F TGTTGATGGTCCAATGATGG
e nane Ernandproee TobciUMAOIR  TCAMATITITETCOOTOCH y
N ) alye06g A
Calgiumn binding protein CML 38 Selyc06g073830 R CGTCGTTAAATCTCCGECTA 1o
Calcium-dependant lipid-binding pratein gg:mymagmmaagga EE'G“C@AMGE&%EE&T&A: 122
Solyc03g005555 F AGCGAGGAAGCCAAAATCGA
S SVIMONSER  COPGTOSAMAMIICORAS N
) olyc02g087 AAGA
Potassium lransporer Salyc02g087000 R TACCCAGGTTGGGACTCAAG Bg
GAPDH Salyc05g014470 F AAGCTGGTGCTGACTTCGTTG 144
Selyc05q014470 B CGTTGACACCCACAACAAAC




