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Figure S2. Nucleotide Diversity Analysis of S-Genes around

Deleterious SNPs in PIM, CER, and BIG Groups. The genetic

variation around of S alleles was analysed using the nucleotide

diversity (Pi) index implemented in vcftools

(https://vcftools.github.io), among different tomato groups (PIM,

CER, and BIG), focusing on a 100kb region, centered around each
deleterious SNP with a 5k window


