ATGAAGAGAAAGTCTCCCTCACCAGCTTGCTCCTCCTCCTCCTCCTCCTGCTGCATCGAA
M K R K S P S P A C S S S S S s C C I E
TCGCCAACCHCGCAGARARATGCGCCGCAATCAAAGECCGACGCCGTCARACCCAAGCCC
s p TT Q K N A P Q S K P DA V K P K P
AAACGCGTTCGAGCGAAGAAAAACCAGAGCCACAGCAATTCCGCCACCTCCCCTAAATCG
K R V R A K K N Q S HS N S A T S P K 8
CGAAGCTCCATCTACAGAGGCGTCACTAGGCATAGATGGACEGGGAGGTATGAAGCTCAC
R S s I YRGV TRUHRUWTGTR R YE A H
CTCTGGGATAAGACGACATGGAACAGCATTCAGAACAAGCGAGGAAGACAAATCTATTTA
L WD K TTWNS I QNI KU RGT RQTI Y L
GGAGCTTATGATAATGAGGAAGATGCGGCTCGGACCTACGATCTAGCTGCCCTTARATAT
G A YDNETEUDA AA ARTYDTULAA ATLK Y
TGGGGCCCTGCTACTATCCTCAACTTTCCTGTAGAGGCCTACACCAAAGATCTTGAGGAG
WG PATTILNTFU®PVEA ATYTIE KT DL E E
ATGCAAAAATTGACTAAGGAGGAGTATTTAGCCTCGCTTAGGCGGCGGAGTAGCGGCTTT
M Q K L T K EE Y L A S L R R R S S G F
TCGCGGGGAGTTTCTAAGTATCGCGGTGTAGCARGGCACCATCACAATGGCCGGTGGGAG
S R GV S KY R GV A RUHHHNGT R WE
GCTCGAATTGGGCGEGTTTGCGGARACAAGTATCTCTACCTAGGAACCTACAGCACCCAA
A RI GRV CGNJIZ KZYTZLYTZILGT Y S TQ
GAGGAAGCAGCAGCAGCATATGATATGGCAGCAATAGAATTCAGAGGTCCAAACGCTGTA
E E A A AA Y DMA AR ATLITETFIRGU?PNA AV
ACAAATTTCGABGTAAGTAATTATGCAGATAAGTTAAAGAAATTCCTACCGGAGGTGCAR
T N F DV S N YADIK L K K F L P E V H
GTCAGACAGGAAGAGGTHCATGTGAAGCAGGAAACCAATTCTGTTABCCETGATGAAGAA
VR Q EEV HV K QZE TN S V I P DE E
GTACAAGCAGTTEAAGCACAAGATAATCAAGAATATCCAAACCAGTTTGCTCAAACAAGT
Vv Q AV EAQDNUOQE Y P N OQFA QT S
ACACCTGAGCCAGAATCGAAAGATTCCATTGAGTCGGAAGACATACTCGTCATGGACCTG
T P E P E S KD S I E S E DI L V M D L
TCCGAGGAGCACGAGEBACCCTTGGGATCTCTGTCTAGACACTGTATTCAATATCCTCCCA
S EE HENUPWDUL C L DTV F N I L P
ATCCCTGACCTTCCTCTGGGTARAGCCTCCGAGGTATTCGATTACCATGGTTTTGAGGAC
I P DL P L G KA ASEUV F DJYHGF E D
GATATTGAATGCATCTTCGACGAGCCATTAGATGATAATGAGAACTTCCAGAATGCAATG
b I E C I F DE P L DUDINENT F Q N A M
CTTGGATGCCAGGTTGATGCAGATGCTTTGGTATCTCAAAACTTGAAAGGGACGAATTCT
L 6 C Q VvV DADU ATZLUV S QNTULZKGT N 3
CCTECFTCTCCT T CHTCGTCGCCATTATCATCGACCATATCAGCTTGCAGCAACATGTAA
P S S PSS s PpPL S S TI S AC SN M *
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ATGAAGAGAAAGTCTCCCTCACCAGCTTGCTCCTCCTCCTCCTCCTCCTERREETGCTGC 60
M K R K s P s P A C S S S S S s 8 8 c c 20
ATCGAATCGCCAACCECGCAGAAAAATGCGCCGCAATCAAAGBCCGACGCCGTCARACCC 120
I E S P T A Q KNAUP QS KA DA AV K P 40
AAGCCCAAACGCGTTCGAGCGAAGAAAARACCAGAGCCACAGCAATTCCGCCACCTCCCCT 180
K P K R V R A K K N Q S H S N S A T S P 60
AAATCGCGEAGCTCCATCTACAGAGGCGTCACTAGGCATAGATGGACHGGGAGGTAEGAR 240
K S R S S I ¥R GV TR HRTWTGUR Y E 80
GCTCACCTCTGGGATAAGACGACATGGAACAGCATTCAGAACAAGCGAGGAAGACAAATC 300
A HL WDIXTTWNSTI QNI KU RGT R QI 100
TATTTAGGAGCTTATGATAATGAGGAAGATGCGGCTCGGACCTACGATCTAGCTGCCCTT 360
Y L 6 A YDNETETDA AR ATRTYUDTULAA AL 120
AAATATTGGGGCCCTGCTACTATCCTCAACTTTCCTGTAGAGGCCTACACCAAAGATCTT 420
K YW G PATTITULNTFUPVEA ATYTIEKDL 140
GAGGAGATGCAARARATTGACTAAGGAGGAGTATTTAGCCTCGCTTAGGCGGCGGAGTAGC 480
E EM Q K L T K EE Y L A S L R R R S S 160

GGCTTTTCGCGGGGAGTTTCTAAGTATCGCGGTGTAGCAAGGCACCATCACAATGGCCGG 540
G F S R G V. S K Y R G V A R H H H N G R 180
TGGGAGGCTCGAATTGGGCGIGTTTGCGGAAACAAGTATCTCTACCTAGGAACC TACAGC 600

W EARTIGURVCGNI KT YTULYTUILGT Y S 200
ACCCAAGAGGAAGCAGCAGCAGCATATGATATGGCAGCAATAGAATTCAGAGGTCCARAC 660
T Q E E A A A A YDMA AR ATITETFURG P N 220
GCTGTAACAAATTTCGAGTAAGTAATTATGCAGATAAGTTARAGAAATTCCTACCGGAG 720
A VT NTF D V S N YADZ KL K K F L P E 240
GTGCABGTCAGACAGGAAGAGGTECATGTGAAGCAGGARACCAATTCTGTTAGCCETGAT 780
V9 VR QEEV HUV K QE TN SV T L D 260
GAAGAAGTACAAGCAGTTEAAGCACAAGATAATCAAGAATATCCAAACCAGTTTGCTCAA 840
E E V 0 AV KA QDN QE Y P N Q F A Q 280
ACAAGTACACCTGAGCCAGAATCGAAAGATTCCATTGAGTCGGAAGACATACTCGTCATG 900
T S T P E P E S K D S I E S E D I L V M 300
GACCTGTCCGAGGAGCACGAGEACCCTTGGGATCTCTGTCTAGACACTGTATTCAATATC 960
D L S EE H EH P WD L C L D T V F N I 320
CTCCCAATCCCTGACCTTCCTCTGGGTAAAGCCTCCGAGGTATTCGATTACCATGGTTTT 1020
L P I P DL P L G KA SEV F DY H G F 340
GAGGACGATATTGAATGCATCTTCGACGAGCCATTAGATGATAATGAGAACTTCCAGAAT 1080
E D DI E C I F DEU&PTULUDTUDNDNTENTF Q N 360
GCAATGCTTGGATGCCAGGTTGATGCAGATGCTTTGGTATCTCAAAACTTGARAGGGACG 1140
AML G CQV DA ADA ATLUV S QNTLZK G T 380
AATTCTCCTTCETCGTCGCCATTATCATCGACCATATCAGCTTGCAGCAACATGTAA 1197
N S P S s S P L S S T I S ACSNM * 399

Supplementary Figure S1. Nucleotide and deduced amino acid sequences of P. frutescens WRI1A and WRI1B isoforms
The conserved AP2/ERF DNA binding motifs and transcriptional activation motif [36] in WRI1 are shown in green and
yellow backgrounds, respectively. The non-conserved nucleotide and amino acid sequences between PfWRI1A and PfWRI1B

are shown in dark-gray and light-gray backgrounds, respectively.



Plasmids : Pf\WRI1A PfWRI1B

Primers : A B A B

Supplementary Figure S2. Design of PFWRI1A- or PFWRI1B- specific primers.
Plasmids harboring PfWRI1A or PfWRI1B were used in PCR analysis as templates. The designed A- and B-

specific primers are shown in Supplementary Figure S1.



STD EV PfA PfB

STD

< PLs

Supplementary Figure S3. Thin layer chromatography (TLC) of neutral lipids on a silica gel plate
developed with a solvent mixture of hexane/ethyl ether/acetic acid (70:30:1, v/v/v).

TAG, triacylglycerol; DAG, diacylglycerol; PLs, polar lipids; EV, empty vector; PfA, PfWRI1A; PfB,
PfWRI1B; STD, glycerol triheptadecanoate (C17:0).



