Supplementary Table S1. Ratios between biostimulant-treated plants and their respective control plants in 0 mM NaCl
and 150 mM NaCl for all growth parameters studied, including plant height, number of leaves, stem width, 3rd leaf
fresh weight, plant fresh, and dry weight. Treatment abbreviations are explained in Figure 1. FW: fresh weight, DW:

dry weight.

RATIO Plant height| Number of leaves| Stem width [3rd leaf FW (g) | plant FW (g) | plant DW (g)
Bc/0 VS C/0 1.02 0.97 1.16 1.16 1.30 121
B£/0 VSC/0 0.99 0.96 1.18 1.16 1.33 1.25
Bc70/Bf30/0 VS C/0 0.92 0.89 1.00 0.76 0.78 1.06
B£70/Bc30/0 VS C/0 1.03 0.99 1.23 0.95 147 1.17
RNA/0 VS C/0 1.01 0.97 1.04 0.99 1.07 1.10
Bc/150 VS C/150 1.01 1.05 1.07 1.18 1.14 1.09
Bf/150 VSC/150 0.95 1.02 0.99 1.04 1.06 1.07
Bc70/B£30/150 VS C/150 0.92 0.90 0.89 0.74 0.73 0.73
Bf70/Bc30/150 VS C/150 1.07 1.04 1.10 0.96 1.25 1.20
RNA/150 VS C/150 0.96 0.99 0.99 1.09 1.00 1.01




Supplementary Table S2. Solanum lycopersicum primers for RT-qPCR Analysis. *ACTIN used as the reference gene.

Gene Primer Nucleotide sequence 5-3’ Ta (°C) Reference
SICu/Zn- FW GGCCAATCTTTGACCCTTTA €0 1
SOD RV AGTCCAGGAGCAAGTCCAGT
FW TAAATAGAGACTTTGGTT
SIFe-SOD GAGACTITCGTICC 60 1
RV TATATTTGCCTCTTAACCCT
FW TGAT AGAAGATACCT
SICATI GATCGCGAGAAG CCTG €0 1
RV CTTCCACGTTCATGGACAAC
FW TCTGAATTGGGATTTGCTGA
SIcAPX 60 1
RV CGTCTAACGTAGCTGCCAAA
FW TCTAGCCCAAGAAACTCAAAT
HKT1.1 60 2

RV CTAATGTTACAACTCCAAGGAATT
FW TGAGCTAGGGAATGTAATAAACG

HKT1.2 60 2
RV AGAGAGAAACTAACGATGAACC
P5CS FW TCTTTACAGTGGTCCTCCCC 60 3
RV TATACGTTCCCCATGCAGCA
1OX1 FW TGTCTTTGGGTGGAATTGTGG 60 3
RV GGATTGCTCAGTTTCCCTTCC
FW TAATTCTGCCGGAAAGCCTC
SIWRKY 8 RV ATGCTTATTGCCGGTACTCGA 60 4
SINR FW GGTTCATCACTCCCGTACCACIT €0 5
RV TCTGCTTCACCATATTCTGCTCT
. FW GGATTCATGGGATGCCTGACTAGA
SINii 60 5

RV TTCTCGTGGAACTGCACCAAAGT
SIGTST FW  ACACGGAGAAGGAAGGAAAGGGAT 60 4
RV TCCGCGATCATAGAGGTCACAACA
FW ACAACCTATGAAGGGAAGCACA
SIWRKY 31 RV AGGGTGCTCCCATTTCAGAC 60 !
ACTIN* FW GAAATAGCATAAGATGGCAGACG

RV ATACCCACCATCACACCAGTAT
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Supplementary Figure S1. Effect of biostimulant treatments in chlorophyll content (SPAD) in control (0 mM) and salt-
stressed (150 mM) conditions. Data are means + SE of three replications. Bars with different letters are significantly
different (p < 0.05). Treatment abbreviations are explained in Figure 1.
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