Figure S4. Virtual RFLP patterns generated from fragments of 165 rRNA genes of SPLDaP amplified from sisal plants (A) and
mealybugs (B). Recognition sites for the following 17 restriction enzymes were used in the simulated digestions: Alul, BamHI, Bfal,
BstUI (Thal), Dral, EcoR1, Haelll, Hhal, Hinfl, Hpal, Hpall, Kpnl, Sau3AI (Mbol), Msel, Rsal, Sspl and Tagl.



