
 
 
Figure S6. Sal1 transcript levels in the 6KO1 and 6KO2 mutants. Quantitative RT-PCR was used to 
examine Sal1 transcript levels in wildtype Bobwhite (WT BW), other control lines (TC1, TC2, RC) and the 
6KO1 and 6KO2 mutants. A. Normalized Sal1 5B and 5D transcript levels of control lines (grey bars) and 
the 6KO mutants (white bars). B. Normalized Sal1 7A, 7D, 4A1 and 4A2 transcript levels for of control 
lines (grey bars) and the 6KO mutants (white bars). C. The primers used for the reference transcript 
(CJ7052892) and Sal1 transcripts.   
 


