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Figure S2. Gene ontology (GO) analyses for the DEGs of the two potato genotypes at T2 vs.T0 (A), T6 vs.T2 (B), T12 vs.T6 (C) and T24 
vs.T12 (D). * indicates significant correlation at p< 0.05 level, while ** indicates a highly significant correlation at p< 0.01 level.
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