Supplemetry Figure S1. Complete multiple alignment of all SB samples used in this research along with the
sequences obtained from NCBI databsae.

10 20 30 40 50 60 70 80 90 100

T T T T e A I
Hr_ssp_sinensis_AF4 40241.1 TCGARACCTGCCATGCAGAACAACCCGCGAACTAGTTTAAARATAGGGGATGATCTATCCTCNAGGATACGATTATTACCCATTGTTAGTTGCAATGTTG
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Hr_ssp_sinensis_AF440241.1 TTTGTGCTTGCACCTTTTCTATGTGARAGTGGTAAGTATGATGACATTTTCCTGGCARARATARCTAACCCACGGCGCAGATCGCGCCARGGAACTCGAA
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T e T T T T T T T T L
Hr_ ssp_sinensis AF440241.1 CGAAAGAGCGTGCNCTCCTTGGCCCGGATATGGTGTCCTTGTGAGGGTTACGTTGTCTTCGATATGTARAAAANGACTCTCGGCAACGGATATCTCGGCT
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Hr_ssp sinensis AF440241.1 CTCGCATCGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGCAGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCAT
Hr_ssp sinensis JQ89246.1
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e T T L e L T R I I L e S e
Hr_ssp sinensis AF440241.1 CAGGCTGAGGGCACGTCTGCCTGGGCGTCACACACCGTTGCCCTCCCAACATCACGTTCCTTCAAGGCTACGTTGGTTGTGAAGGCGCATATTGGCTTCC
Hr_ssp_sinensis_JQ89246.1
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Hr_ssp_sinensis_AF440241.1 CGTGAGCTTTGCCTTGTGGTTGGCCCARATTTTTAGTCATTGGCGACCTGTGCCGCGAC
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Hr_ssp_sinensis_AF440241.1 CGGGTTGTTCGTGATACAAGGACCCAACGCATTCAATGTGATGCCTCTTGATGCGACCCC
Hr_ssp_sinensis_JQ89246.1

SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB
SB

Hr_ssp_mongolica_JQ289286.1
Hr_ssp_mongolica_JQ289248.1
Hr_ssp_mongolica_JQ289247.1
Hr_ssp_mongolica_JQ289227.1

510 520 530 540 550 560
|

Berry #1
Berry #2
Berry #5
Product #1
Product #2
Product #3
Tree #4
Tree #5
Tree #6
Berry #3
Berry #4
Berry #6
Product #4
Product #5
Tree #1
Tree #2
Tree #3
Tree #7

610 620 630 640 650 660
|

Berry #1
Berry #2
Berry #5
Product #1
Product #2
Product #3
Tree #4
Tree #5
Tree #6
Berry #3
Berry #4
Berry #6
Product #4
Product #5
Tree #1
Tree #2
Tree #3
Tree #7

570 580 590 600
AATGGTGGTTGTCGAAACTTCGGTGCCCTGTCGTGTGTG

670 680 690 700
P e L TR I I |
AGGTCAGGCGGG
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