
Table S1 Summary of main studies of the basal leptosporangiate ferns. (Gle: Gleicheniales; Hym: Hymenophyllales) 
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Schuettpelz & Pryer (2006) All ferns 101 10 50 Plastid (rbcl) BI Fig. 1A 

Qiu et al. (2007) Land plants 36 1 2 Plastid (4); Nuclear (18S rDNA); Mitochondrion (2) ML Fig. 1A 

Schuettpelz & Pryer (2007) Leptosporangiate ferns 400 11 28 Plastid (3) ML Fig. 1A 
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Rothfels et al. (2015) All ferns 73 3 2 Nuclear (25) ML; BI; coalescent Fig. 1D 
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