
Dalbergia_hancei Dalbergia_hancei:1-50000

Alignment 1
Dalbergia_millettii
Dalbergia_millettii (+)
2 alignments
Criteria: 70%, 100 bp
Regions: 88

Alignment 2
Dalbergia_benthamii
Dalbergia_benthamii
3 alignments
Criteria: 70%, 100 bp
Regions: 87

Alignment 3
Dalbergia_candenate...
Dalbergia_candenatensis (+)
2-50014
Criteria: 70%, 100 bp
Regions: 86

Alignment 4
Dalbergia_assamica
Dalbergia_assamica (+)
9-49812
Criteria: 70%, 100 bp
Regions: 88

X-axis: Dalbergia_hancei
Resolution: 19
Window size: 100 bp
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Dalbergia_hancei Dalbergia_hancei:50001-100000

Alignment 1
Dalbergia_millettii
Dalbergia_millettii
3 alignments
Criteria: 70%, 100 bp
Regions: 112

Alignment 2
Dalbergia_benthamii
Dalbergia_benthamii (+)
49953-100248
Criteria: 70%, 100 bp
Regions: 112

Alignment 3
Dalbergia_candenate...
Dalbergia_candenatensis
3 alignments
Criteria: 70%, 100 bp
Regions: 114

Alignment 4
Dalbergia_assamica
Dalbergia_assamica
4 alignments
Criteria: 70%, 100 bp
Regions: 113

X-axis: Dalbergia_hancei
Resolution: 19
Window size: 100 bp
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Dalbergia_hancei Dalbergia_hancei:100001-155858

Alignment 1
Dalbergia_millettii
Dalbergia_millettii (+)
99900-155863
Criteria: 70%, 100 bp
Regions: 87

Alignment 2
Dalbergia_benthamii
Dalbergia_benthamii (+)
100249-156617
Criteria: 70%, 100 bp
Regions: 89

Alignment 3
Dalbergia_candenate...
Dalbergia_candenatensis (+)
99737-155924
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
Dalbergia_assamica
Dalbergia_assamica
2 alignments
Criteria: 70%, 100 bp
Regions: 89

X-axis: Dalbergia_hancei
Resolution: 21
Window size: 100 bp
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