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Overview:

Family Brassicaceae

Genus Brassica

Species Brassica campestris (syn. Brassica rapa) ssp. chinensis

Cultivar NHCC001

Common Name Non-heading Chinese Cabbage

Feature Summary:

Level Chromosome
Chromosome 2n=20
Estimated genome size (Mb) 477.76
Genome sequence size (Mb) 405.33
Contig number 602
Contig N50 (Mb) 2.83
Contig max (Mb) 22.49
Scaffold number 312
Scaffold N50 (Mb) 38.13
GC content (%) 37.13
Gaps total length (kb) 13,382
Annotated gene number 48,158

Reference Publication(s):

Figure S1. Screenshots of a genomic data page for Brassica campestris (syn. Brassica rapa) ssp.
chinensis NHCC001 v1.0 Genome.



