Supplementary Table S1: Results of the Bayesian analysis for pairwise
differential expression among cytotypes (MCMC.qpcr package) in the leaf tissue.
The p values of each candidate reference gene and pairwise comparison are

shown.

ACT7 SAMDC
EFla TIF5A
GAPDH TIP41
H3.1 TUA
H3.2 TUB

PP2A UBQ10

PR13S UBQ3




Supplementary Table S2: Results of the Bayesian analysis for pairwise
differential expression among cytotypes (MCMC.qpcr package) in the petal
tissue. The p values of each candidate reference gene and pairwise comparison

are shown.
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Supplementary Figure S1: Melting curves for thirteen candidate reference

genes in Dianthus broteri.

Supplementary Figure S2: qPCR amplification curves for thirteen candidate

reference genes in Dianthus broteri leaves.

Supplementary Figure S3: qPCR amplification curves for thirteen candidate

reference genes in Dianthus broteri petals.



