yesd

th'GCU

Carya_aquatica \ G

\ trnK-UUU* ——
\ rps16*

chloroplast genome |
160,763 bp |

matK
pPsbA

trnH_G Ug——

rpl2+

— T

B photosystem |

&
B photosystem | & Z/ = 2
B cytochrome b/f complex X & ¥ 5 I H UU 5 Q
[ ATP synthase é(\\/ & &8 = % X £22% 3 z
£¢ 5§ <370 O

] NADH dehydrogenase &
B RubisCO large subunit N
[] photosystem assembly/stability factors

B RNA polymerase

[ ribosomal proteins (SSU)

[ ribosomal proteins (LSU)

B transfer RNAs

[l ribosomal RNAs

& clpP, matK

B other genes

] hypothetical chloroplast reading frames (ycf)

Figure S1A. Circular chloroplast genome map of Carya aquatica. The genes showninside
and outside of the circle are transcribed in clockwise and counterclockwise directions,re-
spectively. Genes from different functional groups are shown in different colors. The thick
darklines in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the
LargeSingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring rep-
resents the GC-content.
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Figure S1B. Circular chloroplast genome map of Carya cordiformis. The genes showninside
and outside of the circle are transcribed in clockwise and counterclockwise directions,re-
spectively. Genes from different functional groups are shown in different colors. The thick
darklines in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the
LargeSingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring rep-
resents the GC-content.
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Figure S1C. Circular chloroplast genome map of Carya dabieshanensis. The genes shown-
inside and outside of the circle are transcribed in clockwise and counterclockwise direc-
tions,respectively. Genes from different functional groups are shown in different colors. The
thick darklines in inner circle show the extent of the Inverted repeats (IRA and IRB) separat-
ing the LargeSingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring

represents the GC-content.
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Figure S1D. Circular chloroplast genome map of Carya glabra. The genes showninside and
outside of the circle are transcribed in clockwise and counterclockwise directions,respective-
ly. Genes from different functional groups are shown in different colors. The thick darklines
in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the LargeS-

ingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring represents the
GC-content.
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Figure S1E. Circular chloroplast genome map of Carya laciniosa. The genes showninside
and outside of the circle are transcribed in clockwise and counterclockwise directions,re-
spectively. Genes from different functional groups are shown in different colors. The thick
darklines in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the
LargeSingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring rep-

resents the GC-content.
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Figure S1F. Circular chloroplast genome map of Carya myristiciformis. The genes shownin-
side and outside of the circle are transcribed in clockwise and counterclockwise direc-
tions,respectively. Genes from different functional groups are shown in different colors. The
thick darklines in inner circle show the extent of the Inverted repeats (IRA and IRB) separat-

ing the LargeSingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring
represents the GC-content.
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Figure S1G. Circular chloroplast genome map of Carya ovata. The genes showninside and
outside of the circle are transcribed in clockwise and counterclockwise directions,respective-
ly. Genes from different functional groups are shown in different colors. The thick darklines
in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the LargeS-
ingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring represents the
GC-content.
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Figure S1H. Circular chloroplast genome map of Carya palmeri. The genes showninside and
outside of the circle are transcribed in clockwise and counterclockwise directions,respective-
ly. Genes from different functional groups are shown in different colors. The thick darklines
in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the LargeS-
ingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring represents the

GC-content.
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Figure S11. Circular chloroplast genome map of Carya texana. The genes showninside and
outside of the circle are transcribed in clockwise and counterclockwise directions,respective-
ly. Genes from different functional groups are shown in different colors. The thick darklines
in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the LargeS-
ingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring represents the
GC-content.
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Figure S1J. Circular chloroplast genome map of Carya tomentosa. The genes showninside
and outside of the circle are transcribed in clockwise and counterclockwise directions,re-
spectively. Genes from different functional groups are shown in different colors. The thick
darklines in inner circle show the extent of the Inverted repeats (IRA and IRB) separating the
LargeSingle-Copy (LSC) and the Small Single-Copy (SSC) regions. The gray ring rep-
resents the GC-content.



