Table S2: Single Nucleotide Polymorphisms (SNPs) in three 3 common introgressed regions (CIRs)
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Intergenic

Intergenic

Cla97C10G199760 promoter
Cla97C10G1¢ Cla97C10G1S Intron
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Cla97C10G199770 promoter
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Cla97C10G1S Cla97C10G1S Intron
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Cla97C10G1¢ Cla97C10G1S Intron
Cla97C10G1¢ Cla97C10G1S Intron
Cla97C10G1¢ Cla97C10G1S Intron
Cla97C10G1¢ Cla97C10G1S Intron
Cla97C10G1¢ Cla97C10G1S Intron
Cla97C10G1¢ Cla97C10G1S Intron

14 kDa zinc-h

MYB transcri

Ribosome prt

Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro
Unknown pro

Unknown pro

Cla97C10G1S Cla97C10G1¢ Intron,promc Unknown prc

Cla97C10G1¢ Cla97C10G1¢9 Intron
Cla97C10G1S Cla97C10G1¢ Intron
Cla97C10G1¢ Cla97C10G1¢ Intron

Cla97C10G199810 promoter

Intergenic

Intergenic

Pleiotropic di
Pleiotropic di

Pleiotropic dt



Interpro GO GO.desc EC.number Flanking_seq.(600bp) Allele
AAAAATGAAAAATTTCGGAAT A/T
AATATAAAGGGTCAAATTGGAA/T
TGGGTATGGTTTTGATTGGAC T/C
AATTGAGGGTTATAAGAATAT A/G
TTAATTTATATAAATTGAAGATA/G
TTTATATAATGCATCACACATA G/A
IPR016024 (Armadillo-type uncharacteri: NA TTTGGGATTGACAATCTTACT/G/A
IPR016024 (Armadillo-type uncharacteri: NA TAGCCAGGTTTCTATAATGCT1G/T
CAAGTTTGAAATTTATGTGACIA/G
GATTCAAATTGATAAGTTTGA G/A
TTAAGAATTATTTTGAAAAAT(G/C
TACTATTGAAATGGGGAGAG/A/G
CATTCTCATCTTTCATTTGGTTIT/C
TAAATAGCTCATTGTAGCTAC A/T
IPRO05049 (Protein of unkr probable glyc NA TATCAAACTCTCTTTTCCTTTTIT/C
IPRO05049 (Protein of unkr probable glyc NA CAATCTGAGCTTTCAACGGAG C/T
ACACAAATACAAAATTTAGTT(A/T
AATAATTATACTACTTTAAATT C/T
CTAAGCACAAACTACAAAGGC G/A
AAGGAAATGTTTAGTCGGATAT/A
AAGCACAGCTAAATTGACATA C/A
TACATATAGATCATTAAGCAA C/A

IPRO00851 (R GO:0003723, 40s ribosomz NA GTGGGTTTGGCCAATAAATCC G/A
IPRO00851 (R GO:0003723, 40s ribosomz NA CCGTGTGCTCTTGGAATGGAGA/G
IPRO00851 (R GO:0003723, 40s ribosomz NA TAAATTTCTTATGATTAAGATT A/G

CTGGCATAATCTTCATAACCTC(G/T
GACGGAGAGAGGAATTTATA C/T
AGTGGCCCGGAGTTCCTATAAT/A
TAATAACTTACATTAACACTAZL G/A
TTTAAAAAGTGGTAATTGTTG T/C
CAAAATAAACCAATACGAGCA G/A
GGGTAGTCACTAGAAACCTTGT/C
GAGAATATGAAGTGTTTAAAAG/T
TTGGGTAAATCGGTCAAAGTCA/G
TCGGTCAAAGTGTTGGAGTCT A/G
AGTCTAAAGTTGGAATTCCAT A/G
GAGCAAAATGACAGAAAAAC(C/A
AACTAAATTAAATAAACTTAAI C/T
ATGTCTCGTTAAAACCTTACCAT/C
GATCATGAGTGTAGAAAAGTTT/C
GCCAATATATAGCAGTTCCTC(C/A
AGATAAATATCCAGAATCTGC T/C
AATAATGGAGTATATGCTTAA C/T
CCATATAAAATCTTTTTAAAAT T/A
TTGAATTATTTTGATATCCTTC C/T
TCCAAATTTTCATACACAGTCAC/T
TTTTTCGAGGATTTTTATCTTTIC/T



IPR001715 (C GO:0000166, kinesin-like p NA
IPR001715 (C GO:0000166, kinesin-like p NA
IPRO01715 (C GO:0000166, kinesin-like p NA

IPRO01164 (A GO:0005096, probable adp NA

IPR001563 (P GO:0004180, serine carbox EC:3.4.16.0
IPRO01563 (P GO:0004180, serine carbox EC:3.4.16.0

IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA
IPRO06569 (CID domain), IF NA

NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA

IPR001199 (C GO:0016020, membrane st NA

IPRO06461 (Uncharacterise protein plant NA

ACGTTTAATAAATGATTCTGCI1A/G
TGCTAGACATAGATCTTCATTCC/A
TCTCAAAATAAAAAAAAACAT C/T
TTAATGAATATTTTATTCTTTC G/A
TTAAGTTTGATCAAAATAAGT T/A
GTCCGAATGGAAAATAAAAALA/G
TTCAACAATAAATTATCCTCAT T/A
TTTTTTCTTTTCCAGCAATTGG C/T
CAATTGGAATTGAAATATCAA T/C
TTCTCTCTCTTTTGATGTCATT(C/A
CTCTTTTGATGTCATTCTCCTT T/C
AAAGCAAGGTCGTTATGCTGAC/T
TGGTCCGAATGGTGCTACTAAT/C
ACTCTCAAATGTTTATCTCAGT G/A
TGGGATCCAAGGCTCTAATAT A/G
AGGAAACATGGAAGTTAGCATA/T
ACCAAGTCTAGCACAATGAGC C/T
AACATTGACATGACATCACCG. T/C
TTGTATGATTAAAGTGTGATG G/A
GGAGATCATAGGATACTTCCA G/A
ATAATTGAGTAGAGTGAGTTT G/C
ACCTAGTACATCAGGAGTTTTIA/T
AAAATGATGACATAGAATATT G/A
TAGAATTTTTTAGCTATATTTA A/T
ATTTCCAGTATGCTTATAAAACA/G
CTCAAGCATCACAGCCATTGA C/T
TTGTTTAGAAACTAATAAAGC G/A
CTAGAAGGGTATGGACATAACA/T
TCCAAACCAAAAAGATGCAAC A/T
AACTTGTGAAACAGAACGCATT/C
CGAGCCAATTCAAAACACTTA. C/T
CCGCGGATATTTTCTTTTTCTG T/C
TCCCAAACAAAATTAACAAAC T/C
GAAGGGATGATGATAGAAGT. T/A
TGGTGTAAATTGTCACCTCCT1A/T
CATAATTCATATTAAGTTGAATT/C
AATATGTAGACCTTATTATTAZ C/A
ATTCAGAAGCGGAGATCATTT C/A
AAATGGGTAGCTCATTGCAAC G/T
ATTTTTTAAAATAAATTTTAAA A/T
CTGGCCAGCTTGATTTTTTTATA/G
GTTTTTAAGAAATCAAAATAG G/A
ATAAAGGTGGGATGACGAAAIA/G
TTTTAAGTAAACAAACCATCA(G/A
AGTATTGTTTTGAAATTATTGTC/A
AAACATCAATTTATGATTAAATT/C
TTGACTTTTTTTTTTCTTTTTTG G/A
AAGAATCACTAAATTTGAAAT T/C
CATTTTTTATGACATTAGTATT A/G
CATCTCTATTCTATTTTATAAT/A/C




IPRO01310 (F GO:0003824 14 kda zinc-b EC:3.6.2.1

IPRO09057 (F GO:0003677, myb family tr NA

IPR004154 (Anticodon-binc ribosome prc NA
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IPR003439 (A GO:0000166, pleiotropic di EC:3.6.1.3
IPR003439 (A G0:0000166, pleiotropic di EC:3.6.1.3
IPR003439 (A GO:0000166, pleiotropic di EC:3.6.1.3

NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA

NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
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NA

ATTTTATAATAAAAGGAACATIA/G
TACATTCTTCATTACATTCTGT A/G
GATATGTGTAATTTGATATGT T/G
TAGGAACTCAAACATGATAAG C/T
TAATAGAACCAAGAACTATTCIT/A
TTGGTTCTATAAGCAACCAAA, A/T
GGAAAATAATCGTCATTTGGA T/A
TGTTTTTTATGAAGTCTTTGTG G/A
GCTTAAAACTGAGAGCCGAGTT/C
TATAAAATGCAAGAGTTATAT A/T
TATCAGTCTTTCTCCAATGTAAC/T
GTAATTAATTATCTGTCTCTAAC/T
TTATAGGGTAAGACTCTACTT(T/C
TTTACCTTGTTACCAAACGTAT G/A
GTAAAATATTGTCGAAAGCTT A/T
CATCATCGGTGAGATACTATA C/T
GTTGCTATCGTCACAATTTCALT/G
TCGTGACACAAGTGTTATCCA. A/C
AGTTATTTTCAATGGACATGG, T/C
CATTTGAGGACCTAATCGAAA G/T
ATGTACGGAGGAAGGAAGAT. C/T
TACAAGGCGGAAGGGCAAGA C/T
GGACTACTGCATAGGATACAC C/A
TGGATATAAGATTTTAGTCAA T/C
GCTGTATAAAAGACAGCCAACG/C
CTTTTTGTTAAGTCGAGTCGCIT/C
AGGTTTATTGCTACGTATGTA(G/A
CATATTTATATTTTACCCGAAA G/C
CTATCTTTAACATGGAGGTTT/G/A
GAAGTCATTTTCCATTGACAT(G/A
AGTAAGATAGGTTACAAGAALA/G
TTTGGATAAAGGATTAGCAAAT/C
GAAGCTCCTTATTGTTGTATATG/A
CCATCAGTTTGACCCATTGACIT/C
AACTACTGTGGGGGTGGGGT, C/A
TTATATTATTATACATATTTTA, C/T
AACTGTCCAATCCATTTGTTAT G/A
CTAATTTATTTATAAATATAGCA/G
ATATTGTAGATTTGTGGAAAT. T/C
CTACTATTTATGGGTGTTTTACA/G
GACCAAGGTCGTTTAGTCAAT G/A



