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Supplementary Figure S2. Heatmap of expression levels of genes of 4CL, C3’H, C4H, CAD, CCR, 
CCoAOMT, COMT, F5H, HCT, PAL, CTL, BGAL, ABC, HMA, DIR, PLR, UGT, TUB, CESA, RGL, FAD, 
SAD, and ACT families in different flax tissues (averaged by tissue type).




