List of the amino acid sequences of EuUGTs

>GWHPAAALO0O151
MVPISTEPIRKCHVVAVPYPGRGHVNPMMNICKLIASKFDPDRLVITFVVTEEWLGLIGSEIKPANVRFA
ATPNVVPSERVRAADMVGFVTAVMTKMEQPFEEVLDRMQSPASVI TADTFLRWAVEVGNRRSTPVASLWT
MPAMVFSVFYNFELVVENGQFPIELCERGEERVDYLPGIPSTIRLSDLPTITHRRDQNLLRLCLTAFANVS
RARYLLFTTCSDLEPQVIAALKTQFPFPLYCLGPTIPYFNLQQPPPITPNHHDYLKWLDSKPPNSVLYVS
LGSFLSVSTSQMDETEAGLGGSGVNYLWVNRGHAGGVGGGGRMVVRWCDQLRVLCHPSVGGFWTHCGWNS
TMEGIYAGKPMLTLPILMDQVPNSKCVVEDWKIGWEVKREEGNLVSREKIVEVVRRFMDEGSEEREEMMR
RAEELRRLCRTALVRGGSSHENLQAFVDGIAKF

>GWHPAAAL000153
MAERGEERVDYLPGIPSIRLADLPTITHQSDQNLLRLCLTAFANVSRAQYLLFTTCSDLEPQVIATLKTQ
FPFPLYCLGPTIPYFNLQQPPQTTPNHHDYLKWLDSKPPNSVLYVSLGSFLSVSTSQMDEIEAGLGGSSV
NYLWVNRGDAGGVGGGGGMVVRWCDQLRVLCHPSVGGFWTHCGWNSTMEGI YAGKPMLTLPIVMDQVPNS
KCVVEDWKIGWEVKREEGNLVRREKIVEVVRRFMDEGSEEREELVRRAEELRRLCRTALGRGGSSHENLQ
AFVDGIAKF

>GWHPAAAL000493
MEQREYRAHVLATPFPAPGHVNPLLQFCKRLEFKGLKATLATTKFLSKSMQSRLGSIKIDTISDGYDEIG
RHNAESLGVWISTFKEVGSKSVADLIHKFRSLGHPIDCIVYDSFLPWVLDVAKENGVAGASFMTQKCAVN
HINYHVYHKKIPYPFSSPTYSTPGLPSLDLEYMPGFMLVHPDYYELVLSQFSTVDRADYVEVNTFYKLEA
EVLDEMSKVLPVKPIGPTVPSFYLDNRVEDDKNYGLNLHQLDSSVCLNWLSSKPARSVVYVSFGSVAISS
PAANEMEETAWGLKNSNCSFLWVVKANEEPNLPONFKEEMSEKGLIVAWSPQIEVLSHHSVGCFLTHCGW
NSTIEAICLGVPMVAVPKCTDQTTNSKSIQDVWKVGVKVKASEDGIARREETERCIKVVMEGESGEELKK
NAAKWSELAKEAVSEGGTSDENINEFVSQLTNSSSTQS

>GWHPAAAL000531
MERDLDEMGSKKPHVLVIPFPAQGHFSPALQLSKRLASKGLRVTFVTSMSSAKSSSSTRMEQIGDGYEEG
EEPESKEAFTEHIQTVFSQSLGDITEKQKQIGYPIKLVIYDSVMPWALETAHKLGIYGAPFFTQPCAVCA
TYYHMQQGTLEVSLEGTKVSLPSLPPLEKNDLPSFISNMFSHEFLTKTILGQFSNFHEADWILENTFDKL
EDEVVKWMASQWPIKTMGPTIPSLYLDKRLKEDKEYGLSLFTPNTEASMRWLDTKEQGSVVYVSFGSLAT
LDETQMEELSWGLLQTNNYFLWVVRASEESKLPNNFMAKTSEKGLVVDWCPQLEVLAHQAVGCFVTHCGW
NSTLEALCLGVPMVAMPQWVDQTTNAKFVADVWKTGVRVEVNDKGIVTREEIKKRIGEVMVGETREELRN
NASRWKNLTREAVDEGGSSDKNIEEFISKLVCS

>GWHPAAAL000532
MERDLDEMGSKNPHVLVVPFPAQGHFSPALQLSKRLASKGLRVTFVTTISNAKSRGSIRMERITDDYEEG
EEPESTEAFIERMKVVISQSLGDITEKQKHAGYPVKLVVYDSIMPWALETAHKLGVYGAPFETNPCTVCA
IFYHMQQGTVEVPLEGTKVSLPSLPPLEENDLPSFISNLVAPEFIKKMSLGQFSNFHKADWILLNTFDKL
EDEVVKWMASQWPIRTIGPTIPSMYLDKRLKEDKEYGLSLFTPNTKASMKWLDTKEQDSVVYVSFGSLAT
LDETQIEELSWGLVNSNNYFLWVVRASEESKLPSDFMAKTLEKGLVVNWCPQLEVLAHQAVGCFVTHCGW
NSTLEALCLGVPVVAMPQWGDQTTNAKFVADVWKVGVRVEANDKGIVTREETEKQIGVVMAGETREELKK
NASSWKNLAREAADEGGSSDKNIEEFVYELVCS

>GWHPAAAL000534
MARDLDEMGSKKPHVLVVPFPAQGHFSPTLRLSKRLASKGHRVTFVTTISSAKSSGSIRMEQITNDYEEE
TAHKSGVYRALFFTQPYDVCATFYHMQQGTLEVPLEETKVSLPSLPLLEENDMPSFISNLESHETIKKTV



LGQFSNFHKADWILLNTFDKLEDEVVKWMANQWPIKTIGLTIPSMYLDKQLKEDKEYGLSLETPNIETSM
KWLDTKEQGSVSNNYFLWVVRASEDSKFPNNFMAKTSEKRLVVNWGPQLEVLAHQAVGCFVTHCGWNSTL
EVLCLGVPMVAMPQWTDQTTNAKFVADVWKAGVRVEVNDEGI ITREEINKRIGQVMAGETREELRKNASS
WRNLAREAVDEGGSSDKNIEEFVSKLVQMPMYNL

>GWHPAAAL000847
MASKPHFILVPLLAQGHMIPMIDTAKLLAHQGVLITIITTPVNADSIKPTVNRAVNTGLEIRVARLRFPC
AEAGLPEGCENLDMLPSPEAGIKFFNALGMLKAPMENLLGETEPSATCI ISDICPPWTMHVAKKFASREL
FSPAPTELTKVQVPCTTNPTSAGLKDLSDQIVEAEQAAYGMVVNSFEEMEPEYVQYYKQVTGKKVWCIGP
VSLCNKLDSDKAERGKRASTEDTDCLKWLDSHNPDSVIFACLGSLHYLSTSQLIELGLALESSNRPFIWV
IGFVSDELGKWLSEQRFEERNKGKGLI THGWAPQVLILSHPSIGGFLTHCGWNSMLEGLSAGVPMITWPL
HSEHFYNEKLILQVLRVGVRVGVEFPVLIGEALNVGFIVKKEETEAAVERLVGGKEAGEIRKRVGELQGK
AKMAMKDGGSSHMRLEMF TQDMVEQSSLQKT

>GWHPAAAL001759
MENKELVFIPTPAMGHLISMLETAKLLVNRDQRLSATVLLFKLPQDAGFATYMQSLSSSAFAARLRLVIL
PVPEKPPSESSKPDITESHMPNVRNAVREIGESRVAGFVVDMVCYKMIDVADEFGFPTYTYFTSSAGYLG
LLFHFQSLKDPYNLASNYKDWDSDKKELLVPSFVNPVPEKILPLEMLDHQVPLVLELARRLVEPKGVLVN
TFSELESHALHSLSGGNNPPVYPIGPILLASEPRYNCLQGNEES IMKWLGKQLPSSVVFLCFGSAGSFPE
AQIKETAYALENSGHRFLWSLRRPQAEGQRYPTEYDDPSEVLPEGFLERTINTGRVIGWAPQVAVLSHPS
IGGFISHCGWNSLLESLWFGVPVAAWPTYAEQHVNAFQMVRELGLAMEIKMDYRKTNSVLVTAEETESGI
RRLMAEECGGGGGGIREKLRDMKENGRMAVAEGGSSYISLSRFIENVLGPHTQ

>GWHPAAAL001760
MENKELVFIPMPAMGHLVSMLETAKLLIKRDQRLSVTVLIFKLPFDTGIDTYIQSLSSSSSATRLKLVNL
PDPQKPPSEEEEETPKSFLSDLIDSHKPHVRNAVRDIGESRVAAFVVDMVCYNMIDVAGEFGLPTYTFFP
SSAGFLGLLFHLQILMDHHNRDVSDYRDWDLDKELSVPSY INPVPAKVLPLAMLDKQEGGVSPVVTLARR
LRETKGILINTFPELESHALHYLLSGNNPPVYPIGPVLLVPERSFNGVHGYNEGIMIWLENQRPSSVLFL
CFGSAGSFNEAQIKETAHALENSGHRFLWSLRRPPPEEKKIELPTDYTDPLEVLPEGFLERTVNTGRLIG
WAPQVAVLSHPSVGGFISHCGWNSVLESLWFGVPMAAWPNYAEQQINAFQMVRDLGLAVD IKMEYRKENP
VLVKAEETESGIRRLMTEESGGGIREKLREMKEKGRMAVAEGGSSYTALAQFTENVLRPSQMIDRKW
>GWHPAAAL001761
MENNELVFIPMPVMGHLLSMLETAKLLINRDQRLSVTVLLFKLPFDTGVDNYIQSLSSSASTSRLRFINL
PDTEKPSSEETPKTFMIDLIKSLKPHVRNAVREIGESRVAGEFVVDMFCHDMIEVAEEFGLPTYAFFTSSA
GFLGLVFHVQILKDHHNQDISDYKDCDKELSVPSFVNPVPAKVLPTTMLEKEEGGLSIVLSLARRLRETK
GILVNTFAELESHAFNSLSCGNNPPHYPIGPILLEPERSDESVQGYEES IMNWLDDQPPSSVLFLCFGSM
GSFKEAQIKETAHALENSGHRFLWSLRRPPPEGKKIGFPTDYDDPSEVLPEGFIERTADNGRVIGWAPQV
AVLSHPSIGGFVSHCGWNSTLESLWFGVPTAAWPIYAEQQINAFQMVRDLGLAVDIKMEYRKENPVLVTA
EETESGIRRLMAEESGGG IREKVREMKEKGRMAVAEGGSSYTALSRFTENVLQPHT
>GWHPAAAL002229
MKSDATVLYPAPSTGHLVSMVELGKLILNRYSHKLGFSTIVFLTTGNLSDNETTSYTHHVSNTNPSITFR
RFPFVSVDTSPTRSPAATHFDFIRLNADNVLHATRETPNVIRALVIDFFCASATPTARELRHPVYFFFTS
GAYALAFYLYFPTVHKQVDQSFKHLNKTFLQFPGFPPIRASHVPEPVLDRDDPAYADMVCFCDHLPKSDG
TTVNTFDALEPMACEATASGACVPDATTPPIYCIGPLIANTSEGGGENGNASLGRSSEREAKHEWLSWLD
AQPKGSVVFLCFGSRGSFTRRQLKEMAHGLERSGQRFMWVLKSPPCDAAAPATEFCLEDVLPEGFLERTK
KTGMVVRSWVPQVAVLNHGSVGGFVTHCGWNSVLEAVVAGVPMVAWPLYAEQHVNGAALVENMKMATPLG
QEKEEDDDGFVSAAELEKALRELMESEGGRERSLKMREMAMAAWENNGSSTTSLAKFVEWLEGS



>GWHPAAAL003558
MALTPASDKPHAVCIPLPAQGHINPMLKLAKILHSRGFHITFVNTHFNRNRLLRSRGPSALDGLPDFRFD
SIPDGLPPSDADATQDIPSLCESTPKHCLEPFCDLITRTNEDAGVPPVSCIVSDAVMSFTLKAAERFGLP
EVLFWPTSACGLLGYTQYHKLVERGYTPLKDISYVTINGYMETTIDWIAGMKDIRLRDLPSFIRTTDPKDT
MLNFLISECAATPTASALTLNTFDALERESIDALSAVHPRIYTVGPLNLMRNQINDDRIESIGSNLWKED
PGCIEWLDSKEPGSVVYVNFGSITVVTTGQLTEFAWGLANSGRPFLWILRPDIVAGDKAMIPPEFLAETK
GRGMLSSWCLQEQVLRHQAVGGFLTHSGWNSTVESLCGGVPVICWPFFAEQQTNCRYSCREWGVGMEIDN
NVKRDEVEATVRELMEGEKGKEMKRRAAEWKKKAEEATGAGGSSQVNLEKLFSEVLLVNSDE
>GWHPAAAL004075
MSDSGNKRPHVLVFPYPAPGHITPLLDLTQLLLSSGLTVTVIVTPEFVSLLDPLLSSHPSSSIQPLVLSL
PKAPASLVPSLRATGELYDPILQWFKSHPSPPVAIVSDFFLGWTEKLGKELGVPRLVFWASCALSSLISS
SIWRDRPKVDDPADENFLLSFPEIPNSPKYPLWOMSTLFRMFKEGDPDWEFIREGMVANTVSWGVVENSE
TELEGVY IDHTKKEMGHDRVWAVGPLLPLDGAPTSRGGSSAVAPHKVTVWLDDKPDDSVVYICFGSRMEL
TTAQRDALAAALESSGVHFIWIVKAGIDDGDPIPNGFEDRVAGKGLI TRGWAPQVPTLMHRATGAFVTHC
GWNSVLEGISAGVMMLTWPMGADQFYNANLLVDELHVAARACEGGDEKVPDSSELARLLAESVSGKRLER
SRVVQLRDAAVEAVRGGSSSKDIDDLVKELGELGCGKA

>GWHPAAAL004076
MATSGSGKHVLIFPYPSQGHLTPLLHLAHRLAARGLTITILVSPQTLPLLHPLLSDHPSMETLVLPFSTH
PSTPAGIYDCRGHLPDSVRSTLFATSDLYEPVLDWFRNHPSPPVAILSDKFMGWTKISHANSEFIDWRSP
LSAPWPSHWFIPIGEIYRRETSAAVKMTHWFHFMRSYVEGDPISEFIKEGMQANMASWGLV INTFNELEG
VYLDHLKEKMGHDRVWAQMEATATGLEKSEAYFLWSIRGSTEGVIDGEFGEVPAGFEDRTSARGLVVKGW
APQLSTLRHRAVGSFLTHNGWNSTLEALVAGVPMLAWPMGAEQFMNATLLVDQAKVAVRVAEGARDVPNP
FELARAVTRVMDGRSVERVQAVRLREEALNAVKEGGSSYQNFDGLAMHLENNE

>GWHPAAAL005635

MATFQSESSPHILLFPFMSKGHT IPTLHLARLLTHRNAAVTIFTTPANRPFVCHSLSDTTATVVDLPFPE
NTPGVLPGVESTDKLPRLPWLDRGIGGRIRHPAARYYGMNNFSGAICHDVMTHRDLIEPGSGDELFPVPG
FPWIKVAGNDFEPALSASPPAGDGYGLQWEFTIEVVEATSKSYGVVVNSFYELEPAYLNYWNSNTRPKAW
CVGPLCLAERPRVKPENHRKPSWIQWLDEKLEEGKPVLYVAFGSQAETSPEQFREIKTGLEKSESNFLWV
VRGGLSELIDDDGFEERVRERGLVVREWVDQREILGHGSVKGFLSHCGWNSALESTCAAVPTLAWPMMAE
QPLNARMVVDETKVGLRVEACDGSVRGFVKWESLEKMVRELMEGEMGKEVRKKVKEVGAAAVAAVRGGGS
SWKTLNELINELS

>GWHPAAAL005636

MATFQSESSPHILLFPFMSKGHT IPTLHLARLLTHRNAAVTIFTTPANRPFVCHSLSDTTATVVDLPFPE
NTPGVLPGVESTDKLPRLPWLDRGIGGRIRHPAARYYGMNNFSGAICHDVMTHRDLIEPGSGDELFPVPG
FPWIKVAGNDFEPALSASPPAGDGYGLQWEFTIEVVEATSKSYGVVVNSFYELEPAYLNYWNSNTRPKAW
CVGPLCLAERPRVKPENHRKPSWIQWLDEKLEEGKPVLYVAFGSQAETSPEQFREIKTGLEKSESNFLWV
VRGGLSELIDDDGFEERVRERGLVVREWVDQREILGHGSVKGFLSHCGWNSALESTCAAVPTLAWPMMAE
QPLNARMVVDETKVGLRVEACDGSVRGFVKWESLEKMVRELMEGEMGKEVRKKVKEVGAAAVAAVRGGGS
SWKTLNELINELS

>GWHPAAAL005637
MAYPPPSPALHTALFPFMSKGHT IPT THLTRLLLNRGHKTTVFTTPANRPFISDSLTGTDASVIVLPFPE
NIPGIPSGTESTDKLPSMSLEVQFANATKLIQPHFEQATKSLPNLNCMISDGFLSWTLQSASKFGIPRLY
FYGMNNYSMALNYDVTVNRLLSTPKSDNEPFVVPNFPWIKLTKNDFEEPFNEVEPKGPYVEFTIEQSLAT
FNSYGLIVNSFFELEKPFVEYWNRASKPKAWCIGPLCFAEPEMI TERKRKPKPKWIDWLDQKRDQGKSVL



YVAFGSQAEISQKQLHEIAMGLEKSEVNFLWVMRKKDTAIEGVPERGMVVRDWVDQREVLAHEGVRGFLT
HCGWNSVLESIWARVPILAWPMIAEQHLNARMVVEEIKIGLRVETIDGSVRGFVKRESLEKMVRELMEGD
MGKEVRKKVEEVGEAAGKAMTEGGSSWDALNQLIDEIKST

>GWHPAAAL005638
MASPPRSPTPHIALFPLMSKGHT IPI THLTRLFLNHGFKTTVFTTPTNRPFISDSLASTDASVVILPFPE
NIPRIPSGTQSTNKLSSIGSHQVSPQSRLHDIGRLPHKNDFDEPFNETEPKGPYAKF IMEQGVADSNSYG
MIVNSFYELERPFVEYWNREGKLKAWCVGPLCFAEPEMI IKRQSNPKPKWIDWLDKKRDQGKSVLYVAFG
SQAETSPEQLHKTVMGLEKLEVNFLWVKRMKDTY IVGMTERGMVVRVWVDRREALAHEGVRGFLTHCGWN
SVLESTWARVLILVWPMMAEQQLNTRMVAQEIKIGLRVEMIDGSLRGFVKRESLEKMVRELMEGDMGKEV
RKKVEEVGRVLLGCSESVY

>GWHPAAAL006268
MTRKEVHVLVVTLPFQGHINPMLRLAKRLVSKGLYVTFATTETARQRLLGGSSAATSITRFQFEFFKDGL
GPEVDRDKNLDILLLEALPTKGVENFSNLTADLSKRGRKFSCVINQPFVPWSAAVAAEHGIPTATLFIQP
FSLFSTYYRYHKGLNLFPSLENPNNTLKLPGLPLMKVSDLPTFVRPESPYHFRKLLAESVKSLEKVKWVL
GNSFQDLEKGVLEAMEEDS INNWLPVGPFLASALLGEKEEGNVAVGGADMWKAEDSCLEWLDGKPVSSVV
YVAFGSITVLDGKQMESMAAALKNSGKPFLWVVRSPAKDSDEKKSNGLPEGF TEEMKGRGLVVPWCHQEK
VLMHPAVACFVSHCGWNSSLEAVVAGVPVIAFPEWTDQPTNAQIGVRLGENDRDFSSEEVERCIRAVTDG
PGAAETKRRAAELKEAARKAVADGGSSERNLNRFISETSA

>GWHPAAAL006282
RHQRRRVVLFPLPLQGHIPMVQLANILYSKGFQISTVHTHFNCPSRLKYPHFTFHQISDGLSETEASTED
TTALVSLLNKKCVGPFRDCLIQLLSDDSSDPTACLITDAIWHFSQAVAEGLKLRRLVLRTSSVCSFLAFA
ALNLMRDKGYLPKQDSRLEETVPKLPLLKMKDLSFIKTKNPEDLYHSVGGMITNTRESSGITLNSFKELE
ESSLSILKHDFPIPNFPIGSFHKYFSATSSSLLEQDRRSISWLDTQKPNSVIYVSFRSIATIEETEFLEL
AHGLVNSNQPFLWVVQLKLVRRSDWVELLPDGLIECINRREHIVKWAPQQEVLAHPTTRGFWTHCGWNST
LESICEGVPMICSPCFGDQFVNSRYISDVWKIGVELKNLEKEDIKRATRRVMVEKEWEDMREFR IMELKEK
VDCSIKRGSSTESLQSLINYILSL

>GWHPAAAL006284
MDQETTLPPHVLIFPLPLQGPVNSMLKLAELLSTSSRFHITFLVTDHIHRRLLQHTDIKSRFEKYPGFRL
ETISDGLSEEHPRSGDRLMELFDSLNTETKKLFRELLNSGRLISGNCRPITCITADGIMGFTCDVANEFR
TPTTYARTVSACCLWVFFCLPKLIEVGEIPFQGNDLDVPIRSVPGMEGYLRRRDLPSFCRSGNVAGPNVQ
VYLSESQENPRAHGLILNTFEDLEGPILSQIRTLCPNLYTIGPLHAHLKTKLAALRSLAPASSNSLWEED
RSCLAWLDVQPPKSVVYVSFGSLAVMSKDQLLEFRHGLVNSGQRFLWVIRPDSGAGEGLTPADTNNRGY I
VGWAPQEEVLSHASVGAFLTHSGWNSTLEATYEGKPMICWPYFLDQQVNSRFVEKVWGLGVDMKDICDRV
VIEKMVRDLMDERGGGYKQNADQTAKLANECFKAGGSSYKSLENLVKDIELMMKSYCAEFGHCVKVRTRK
NQPHKREREREEERVVLKPCALFRSNADWRT IHRLTKLKFGQQVRNSVLYNLNGGNRILGSATTVSAGLF
WVVFKPAFW

>GWHPAAALOO7266
MASKTDRLQFLLITPLMSQSHLTPLTDFAKLVARRGISVTIITTPLNVHRFKSTIGRTPNADLKTHLLSTP
FPCKEAGLPEGVENVDSLDSPESAGKFFLASSLLKYPLEKLVSEMDAKPNCIVSSNALPWTVKLGEKFGI
PTYFFNPISCFTVVCSTNIAIGKPHEAVSSDSEPFAVPDMPHRIEFTRAQLPENMRKGDSTDDVKAVMQQ
TRDAVSSARGVLVNSFEELEAPY IQSYKKTVKNLWCVGPVSLSNDESPPSSTTDERIDCLKWLDSMNPSS
VIYACFGSISRIPASQLIEIGLGLEASRTPFLWIIKEKDISEPVQKWLDDEKFEERTRGRGLLIKTWAPQ
VQILAHPAVGGFLTHCGWNSTLEGVCAGLPMITWPMIAEQFYNEKFIVNVLGVGVRIGAEGGMESGAFVG
REETIKKAVVELMGGEEEREGGGDRRRKARELGEMAKRAVADGGSSHLNISFLIQDVMQQS



>GWHPAAALOO7326
MGSQKPHVLVVPFPAQGHFSPALQLSKRLASKGVRVTFVTTMSWAKSIGSIRMEQISDGYEERENPESIE
AFAKRIKTVISQSLRDLIEKQKQVGYPVKLVVYDSAMPWALETAHKWGVYGAPYFTQHCTVCATIYYHMQQ
GNLKVPLEGTKVSLPSLPPLEKNDLPSFICNLFPHEFLMKEMLNQFSNFHNADWILENTFDKLEDKVVKW
MASQWPIRTVGPTIPSMYLDKRLEGDKEYGLSLFTPNTEASMKWLDTKEQGSVVYVSFGSLATLDETQME
ELSWGLVQSNNYFLWVVRTSEESKLPSNFMDKTFEKGLVVNWCPQLEVLAHQAVGCFVTHCGWNSTLEAL
CLGVPMVAMPQWVDQTTNAKFVADVWRVGVRVEANDKGIVTKEETEKRIREVMAGETREELRKNASGWKN
LAREAVDEGGSSDKNIEEFVSQLVCS

>GWHPAAALOO7393

MADDSKLHFVMFPWLAFGHI TPFLELSKFLAQKGHKISFISSPRNIDRLPKIPTNLPIKLVKIPLPPIEE
LPENAEATMDVRTDDIHYLKKAYDGLESGLTRFLESESPDWIVMDFAPHWLPPTAAKLGISRVFFSTIINA
WFLVFLGASSEAMINGSDERTAPEDFTVPPKWVPFPTKAAYKLYEANWAFQSTKLNASGFTDMYRCGSVI
QGIDATLVRHCNEFEPEWLTLLENLHGRRVIPVGLMPPRRQNNQDDTNETWVSTRDWLDSQNRCSVVYVA
LGSEVALSQEQLSELALGLELSGLPFFWALRIPRSNPVDLPDGFEERMKSKRQGMVWKAWVPQVKILSHD
SVGGFLTHCGWSSTTEGLMFGKPLIMLPFLVDQGLNARLLAAKEAGVEVDRDEESGAFTKETVAEALRLV
MVESERGKVLNRGKAKEMGVVFGDKDLHDLYLENLVVYFENHRRLCKES

>GWHPAAALOO7798
MASQKNDNGAHVLATPWPAPGHMNPLLQFCKRLVFRGGIKATFATTKFQSKSMHSRLDSIQIDTISDGYD
DGGFFITAGIQESVEQFKAVGSKSLAELIKKHESMGQPFDCI TYDAFVPWVLEVAKEHGIAGAAFFTQTS
AVNCVNYHVYHKLIPYPFDSPPYSLPGLPPLGLQDMPGFMTVDPYVYELVLSQFSTPQQADYLFVNTFYH
LEAEAVEAMLKVHPLLKTIGPTVPSYYLDNRIENDKSYGLHATHLMFQEKNSSQTDPSLVLDWLNTKPHA
SVVYVSFGSTALASPSTDEMKETAWGLKNTGCYFLWVVKANEEPNLPKNYREATREKGLIVSWSPQLEVL
EHEALGCFVTHCGWNSTIEALCLGVPMVAMPKWADQPTNGKYVQDVWKIGERVKVDENGVAGKEEVERCI
RAVMEGESGKEFKKNAAKWKELAKEAVNEGGTQDKNIDEFASKLISSSHRS

>GWHPAAALOO7799
MATQTKEYGAHVLATPWPAPGHMNPLLQLCKRLVLKGGIKATFATITKFQSKSMYSTLDYIQVDTISDGYD
EGGFFIVDGITASVEKFKAAGSESLAELIRKHEGLGQPFDCI IYDAFLPWVLDVAGEFGISTAAFFTQKC
SVNCINHHVLKKLIPYPFTSEPISTPGLPLLNIEDMPGFIHVDPELYELVQSQFSTPELADYRLVNTFYE
LESEAVEAMSKTHSLRTIGPTIPSFYLDKRIENDSSYGLHATHLMFQEKNASRVEPSVVLNWLDAKPTGS
VVYVSFGSVSTASPGPDEMKETAFGLKNTNFHFLWVVKPNEEPNLPENFKEEMADKGLIVSWSPQLEVLA
HKALGCFVTHCGWNSTIESLCMGVPMVAVPKWADQPTNAKYVEDVWKVGIRVKVDENRFAGRDEVERCIR
AVMEGERAEDLKRSALKWKELCIKAVAEGGSSDKNMEEFASELTTRKSASK

>GWHPAAALOO7800
MEEKQGTSDRVHVLVVPFPVQGHINPMLQFAKRLASSGLKITVIGTTKTTVSRSIPNIETERIPDAPGEA
ADQQNTETIEEHCERLTTVLSNFSVKLIEKQSGLGCPYRVLVYDSVMPWALELAHRRGLKAAPFFTQSCS
VSALYYHMNRGSLKVPPVGSSEFVEVPALPPLKVGDLPSFIYDMGSYPFILKMVVNQFLNFEKADCLLEN
TFDKLETEMVTWMANQCPTIRTIGPTLPSVYLDKRLNEDTDYGLSLFNPDRESSIQWLHSKPTASVVYVS
FGSLANLSETQMHELAFGLERTDSHFLWVVRSSELTKLPPGFPTAPEKCAVVNWCPQLEVLSHPAVGCFV
THCGWNSMLEALSLGVPVVAMPQWTDQTTNAMLAVEVWGVGVRTAADKKGIVRREEVEMRVREVMEGNGR
EGLKSNAGRWKELAREAMDGGGSSD

>GWHPAAALOO7936

MAENTHVVMLPWSAFGHI TPFFHLSTALSKAGIHVSFVSTPKNIRRLPQIPPDSVPFIDIVELPLPEIDR
SLLPEDAEATVDIPTENIQYLKTAYDLLKKPFSRFVADRSPDWIVIDLMPYWAADVAKEFDIPVIYFSMF
CAAASAFFSRPEFTAGEGQKMKRSTPESLTSTPEGVDFPSTVAHRHHEPLSFHGENASGISDASRFARTL



HSCRALATRSCPEFEHDDLNLLEKTHQKSVIPVGLLLPEQKSEARNSGDEFKIFKWLDQQKPKSVIFVGE
GSECKLTENQIHETAYGLELSELPFLWSLRKPSYSTDEVDPLPPDFHRRIAEKGLVHVGWAPQTEILAHP
SVGGSLFHSGWGSVIETLQFGHRLVVLPLIIDQPLNARLLVEKGLATEVERGGDGSFGRDATAKALREAM
VMEGGERVREAMEIFGDRKLQENYVERFAEYLKNGVAKKNQ

>GWHPAAAL007941

MAKNTHVVMLPWSAFGHI TPFFQLSTALTKAGIHVSFVSTPKNIRRLPQIPSDSVPFIDLVELPLPEIDR
SLLPADAEATVDIPTENIQYLKTAYDLLKKPFSRFVADRLPDWIVIDMMPHWAVDVAKEFDVPVIYFSVE
GAAAAVEWGPPEYTAGEGQKMKRSTPESLTSTPEWVDFPSTVAYGHNEAVSFHAGAYGENASGISDAGRT
ARTLHSCRALAIRSCPEFEHDYLNLLEKILQKPVIPVGLLPPEQKSEPRNSGYEFKIFKWLDQQKPKSVI
FVGFGSECKLTENQIHETAYGLELSELPFLWSLRKPSYSTDPLPPDFHRRTAEKGLVHIGWAPQTEILAH
PSVGGSLFHSGWGSVIETLQFGHRLIVSPLIIDQPLNARLLVEKGLAREVERGGDGSFGRDATARALREA
MVMEGGERVREAMATFGDRKLQENYVERFAEYLKIGVAKEN

>GWHPAAAL008406
MSVHVLIFPYPAQGHLLPLLDLTHQLALHGLTITILVTPKNRPTLDPLLSTHPSIGTLVLPFPHHPAIPS
GVENVKDLGNSGNVLVINALSKLRDPITQWFKAHPNPPVATVSDFFLGWTNDLAGQLGIPRVAFYSSGAF
LTSILFHFYRELRSAAPVLTAVKFTDLPRSPSFTEAHLPTIVRHYRESNPEWELLKEGVIANSWSWGSIL
NTFDDLEGEFLEYLKKKMGHNRVYGVGPLNLGRVNTDPDADPSNTVLGWLDGCPDGSVIYVCFGSQKFLK
KAQIEALALGLERSKARFIWVVKPITAQQEADGYGSILDGFEERVSGRGMYV IKGWAPQVKILSHRVVYGE
LSHCGWNSVLEATAAGVMILGWPMEADQFVNARLLVDYMGAATRVCEGADSVPDSDELART TAESVDGNK
QEKGRARELRDKAWEAVGPCGSSTKDLVGFVKDLAQLDENGY

>GWHPAAAL008407
MGNPHVLVVPYPAQGHVIPLMELAHSLAQHEFRVTFVNSDFTQDRVTGSSPEKNGFGEDSIRLVSISDGL
EPSEDRNELGNLTESIFRVMPAKLEELIMEINGSDGDEVACVIADISMAWVMEVAAKMGIRRAAFCPMSA
AMLGLVYNVPKLMEDGIINDDGTPTKNEV IKLTPDMPAMNTANFPWACIGDLATQKKIFDVTLTGRPALD
LADRITCNSSSGLEPAVFDQYPQFLPVGPLLRSSGGNFWQEDSTCLDWLDQQPPKSVIYVAFGSFTVEDP
TQFRELAKGLELTDRPFLWVVRRDSAVKYPEGFEKT IGTGRRGKIVEWAPQKKVLSHPSVGCFLSHCGWN
STVEAVSNGVPLLCWPYFADQSFNQSYICDVWKVGLGFGKDENGLI IFEETKKKVDEIFGDENYRERALD
LKQKVMDGVKEGGCSNRNFSKIMGWITQINNGLSS

>GWHPAAALOO8878
MASPSPHFVLLPFLAQGHLIPMIDISRLLAKRGVVVTIITTPLNAKRFERTITREIDSGLQIRVVQLHFP
CVEAGLPQGCENFDHLTTMASAGQFLEATRMLQKPVEDLFEGLSPPPTCLLSDMCYPWTTLVAEKFSVPK
LVFHGMCCFSLFCNHVLYTSRVEDTVASETEPFAVPGMPDHIELTKTQVPTLVNMNTSSGVKDVRKEIKE
GELSAYGVVVNTFEEMEEKYVKEYAKAMGKKVWCIGPVSLCNKNNLDKADRGNKASTDEHHCLKWLDSWE
QGSVVYVCLGSLTRLATSQMIELGLGLEASNRPFVWVIRYETVEFEKWILEEGYGERIKGRGLLTHGWAP
QVLILSHRAIGGFLTHCGWNSTMEGICAGVPMLTWPIFAEQFVNEKLVVHVLKTAVSVGVKIQIYPGNEE
EVGILLRREDVKMGIDKVMEEKEEGEERRRRARKFGEMAKWATEEGGSSHHNLTMLIQDVMEKSNQLRKD
G

>GWHPAAALOO8879

MASPSPHFVVLPFLAQGHLIPMIDISRLLAKRGVVVTIITTPLNAKRFEGI IARAIDSGLQIRVVQLHFP
CVEAGLPQGCENFDHLISMASAGQFFEATRMLQKPVEDLFEGLNPPPACLLSDMCYPWTTLVAEKFSVPK
LVFHGMCCFSLFCTHVLQTSRVEDTVSSETEPFAVPGMPDFVELTKNQVPAFVNMNIPSGQKDVRKEIKE
GELSAYGVVVNTFEAMEEKYVKEYARAMGKKVWCIGPVSLCNNNNLDKADRGNKASTDEHHCLKWLDHWE
QGSVIYVCLGSLTRLATSQMIELGLGLEASNRPFVWVIRYETVEFEKWILVEGFGERIKERGLLIRGWAP
QVLILSHRAIGGFLTHCGWNSTMEGICAGVPMLAWPMFAEQFVNEKLVVHVLKTAVSIGAKIQISIGKEE



EIGILVRREDVKMGVDKVMEENEEGEERKRRARKFGEMAKWATEEGGSSHNSLTMLIQDVVEKSNQLRKH
G

>GWHPAAAL009069
MAYPPPSPALHTALFPFMSKGHT IPT THLTRLLLNRGHKTTVFTTPANRPFISDSLTGTDASVIVLPFPE
NIPGIPSGTESTDKLPSMSLEVQFANATKLIQPHFEQATKSLPNLNCMISDGFLSWTLQSASKFGIPRLY
FYGMNNYSMALNYDVTVNRLLSTPKSDNEPFVVPNFPWIKLTKNDFEEPFNEVEPKGPYVEFTIEQSLAT
FNSYGLIVNSFFELEKPFVEYWNRASKPKAWCIGPLCFAEPEMI TERKRKPKPKWIDWLDQKRDQGKSVL
YVAFGSQAETSQKQLHETAMGLEKSEVNFLWVMRKKDTATIEGVPERGMVVRDWVDQREVLAHEGVRGFLT
HCGWNSVLESIWARVPILAWPMIAEQHLNARMVVEEIKIGLRVETIDGSVRGFVKRESLEKMVRELMEGD
MGKEVRKKVEEVGVAAGKAMAEGGSSWDALNQFIDETKAQGSNPIN

>GWHPAAAL009324
MDRSASSKLHTAMFPWFAVGHLTPFLHLSNETAQRGHKISYLLPRKAHIQLQSQNQHPDLITFYPLAVPP
VAGLPSGTETASDIPISQTGLLATAMDHMRGEVEETFRSLRPDFVFYDLAHWITELGSSIGFKTVCYNVV
SAASLATALVPARVVPKDRKVTVDELAVPPKGYPSSSVVLRPHEARSLLFISSEFGAGGVTFYERVIAAM
KNCDAIGIRTCRETEGSLCDYMGTQYNKPVLLTGPILPEPSKAQLDDRWSDWLNKFPPKSVILCTFGSQI
VLEKGQFHELVLGLESTALPFLAAVRTSAGEEALPEGFENRVGERGVVYGGWVQQPLILNHPSVGCEFVSH
CGFGSMWESLMSDCQIVVVPHLGDQILNARLLAEEMKVAVEVERDEKGWFSRERLGGATKTVMERESEAG
EVVRKNHAKWKE IMVKPGFMSNYVENFTEKLHEL

>GWHPAAAL009436
MGSIPASDKPHAVCIPYPAQGHINPMLKLAKILHSRGFHITFVNTHFNRNRLLHSRGPSALDGLPDFRFD
STPDGLPPSDADATQDIPSLCESTPKHCLEPFCDLIARTNEDAGVPPVSCIVSDGVMSFTLKAAERFGLP
EVLFWTTSACGLLGYTQYHKLVERGYTPLKDVSYVTNGYMETTMDWIAGMKDIRLRDLPSFIRTTDPKDT
MLNFLISECAATPTASALTLNTFDALERESVDALSATHPRIYTVGPLNLMLNQINDDRIKSIGSNLWKED
PGCIEWLDSKEPGSVVYVNFGSITVVTAGQLTEFAWGLANSGRPFLWIVRPDIVAGDKAMIPPEFLAETE
GRGRLSSWCPQEQVLRHPAVGGFLTHSGWNSTVESLCSGVPVICWPFFAEQQTNCRYSCREWGVGMEIDN
N

>GWHPAAALO10110
MGEKQPELQKQQRQGLRLVLFPLPFKGHINPMLQLAATLHANGFPISTLHTTFNSPTPSDHPHFDFHPIS
VDGLSETDSPTPDLVDLLELLNQRCAAPFRDCLEKLTSEEPVACLISDATLHCTATVADSLRIPRIVLRT
GGVASFLAFASFPLLLDKGYLPIQESRLEEAVPELPPLRIKDLPVINTGKPEALYHLLAEMIKTAKNSSG
LIWNTFDELEQPELSKLRREFPIPIFPIGPFQKHLLLTSTHEDRSSSTSWLANQPPSSVIYVSFGTIASM
EESQFTETAHGLADSLHPFLWVVRPGLIRGSEWLKNLPDGFLERLEGRGKTVKWAPQAEVLAHPAVGAFW
THSGWNSTVESTSEGVPMICMPCFTDQLVNARYVSHVWGVGLTLEGGIERGKIERVMRRVMGEEGKEMRK
RILCMKERVNVCLRKGGSSHQSLHNLVSYISSL

>GWHPAAAL010292
MEDVPAGKPHATLVAYPLQGHVIPAVHLALNLASRGFTITFVNTQSTHHQITHRPSGKAAAAAVDDIFAA
TRESGLDIRYTTVPDGLPAGFDRSLNHDQFMAALLHVESAHVEEAVDETIVRAGPPVSCLIADTFFVWPGK
LAKKLGVVYASFWTEPALVFTLYYHLDLLRIHGHFGCIELRDDIIDYTPGVKSTIEPKDLTSYLQQSDSST
VCHQIICNAFNDVKTADFVLCNTVQELEPQTITALQSKTPFFAIGPIFPSGGFTTNNVSTSLWSESDCTH
WLDAKPDGSILYVSFGSYAHVEKNDLVEIANGLLLSKIEFLWVLRPDIVNSDDSDPLPEVLKEETIGNRGM
TTPWCNQRQVLAHRATGGFLTHCGWNSVLESVWCQIPLLCLPLLTDQFTNRKLVVDDWKIGTNLCDKRPI
TRGEVCEKIKEVMSEKSGNEFREKTKEVKNKLENALGANGSSTKNMDQF IKDLKATIQKKRGGTS
>GWHPAAALO11043
MENNTEKPPHAIMFPYPLQGHLIPFVHLATKLASNGFVVTFVNTQSTHHQISQSRTPDAGADIFAGARNS



GLDIRYKTVSDGLPVGFDRSLHHDQFMESLLHIFSAHVDELVGEMVASGDPPVSCLVADTEYVWPSTVAK
KYNLVNGSFWTEPALVLTLYYHLDLLRQNGHFGTTDSCKDNIDYIPGVPSMKPTDLMSYLQIDTSTVVHR
TTYKAFNDVKSADFILCNTIQELEPETISALHKKQPTYAIGPIFPVAFTNSSVATSLWAESDCSQWLNTK
PHGSVLYISFGSYAHTTKHDIMETAYGLLLSGVGFVWVLRPDIVSSDDVDFLPVGFDENIKGQGLIVPWC
RQIEVISHPAIGGFLTHCGWNSILESVWYETPLICFPLLTDQFTNRKLVVDDWKIGINLRDEKSITREEV
SKKINYLINEKTSNQLRKEIRKVRVLLEDALANDGS SQNNFNQF IRNFKDKLNVKKK
>GWHPAAALO11200
MTIGGAGDHILVFPYPAQGHMIPLLDLTHQLATRGLTITVLVTPKNLPLLDPLLSEHESVATLVLPFPVH
PSTPAGVENVKDLPVGGFRAMMVALGELHDPLLRWFQNQPSPPKATIWSDMFLGWTHHLARRLGIRRFVES
PSGAMALSVIYSLWREFPRRRDSNDYNEKFSFPKIPNSPTYPWWQLSPIFRSYVAGDPDSEFIKDGFLAN
TASWGLVINSVSELERVYLEYLKGELGHDRVWTVGPLLPPDGDLSRTVERGGSSSVLTNQISSWLDKCND
RTVVYVCFGSQAVLSNDQMEHLASGLEKSGSKFVWSVKGATTGQEKGSCGQVPLGFEESVGARGLVIRGW
APQLLTLNHRAVGAFLTHCGWNSLLEGLIAGVPMLAWPMGADQFANASLLVDELRVATRLCEGAQVVPSS
NELARLVTEATGGDWPERGRAEELRKVALGATKDGGSSFNNLNDLVRHISETV

>GWHPAAALO12110
MEESKKEEHTVMLPFMAQGHLIPFLELATQIHQSTAFTVTIATTPLNTQYLKSTAAKQNPSPESPPAPAT
HFVSLPFNSSDHGLPPNTENTESLPLTQIISLFHASSSLKPHFQDLTAGIADKEGKPPICVISDVFEMGWA
NEVALSFGTVNVSFTTGGAYGTAAYVSIWQNLPHRSRDSNDEFSLPGFPESRRFHISQLHQFLRAADGTD
EWSLFFQPQISLSMGSFGWLCNTVEDIEPLGLETLRRYTKLPVWCIGPLLPRKMLQRSSSSNSGVIGPRS
GKLPGVSPEKCIEWLEFHPPASVLYISFGSQNTISATQMMELAHGLESSGKPFIWVVRPPVGSDPNSQFK
SSEYLPEGFERRAAENNRGLLVHKWAPQLETLSHKSTGAFLSHCGWNSTMESLSQGVPITIGWPLAAEQSY
NAKMLEEEMGVCVELTRGVQSTIERDKVKKVIELVMGEKGKGEEMRKKAAATGEVIRASVMEEGEGRKKG
SSVQAMDDFISTLISNREQSFPHPL

>GWHPAAALO12139
MEERRENIVMFPFMAQGHMIPFLALALQLEKKGYGITFVNTPLNVLKLRQCLPPDSSIRILEIPFNSSDH
GLPPNSENTDVLPYTLIVNLLHASLSLESSFRKLLSDLTHEQGGVRPLCVIADIFFGWSAGVARELGVFH
ATFSGAGGFGLACYYSAWLSLPHRTTDSITEFTLPDFPEASKFHVTQLPASMLAADGTDLWSIFQRKTLPA
WTNSDGVLFNTVEGFDKLGLAYFSRKIGKPIWATIGPTLLSVHHRARVGGREAATTPEQCAEWLDSKPPNS
VIYVSFGSQNTISASQMMQLAKALDKSEKNFIWVVRPPLGFDINSEFKPEEWLPEGFTDRIKDQNRGLIV
TKWAPQVEILSHKSIGAFTSHCGWNSVLEALSNGVPLIGWGMAADQFFNVKMLEEAVGVCVEVARGTIFE
VRHEDIMEKIEVVMGESEKGKRIRKRAGELKET TKDATRDEEGFKGSSVKAMDEFLSAAAMSMKEKKTLL
VETQ

>GWHPAAALO13261

MASEFHHAHFVLIPLMSPGHI TPMVDMAKLLARRGVTVTLIMTQHSATRFASVVDRATKSGLPIRLLEFR
FPSKEAGLPEGCDSVDDIPSYDLLLNFFNATDMSQNPLEQLIEHLEPNPSCIVCDKHIAWTAETAKKFENT
PRITFDGMSCFSQLCVHNLHVSKVHERFQGSEPFVLPGLPDETVITRAQLPGTFNPGSMKNLDETRKRVR
ETEKEAYGVVVNSFEELEQRYVNEYKKVREDRVWCIGPLSLCSNETSDMANRGNTASTDANHCFKWLDSR
QPRSVIYACLGSLSRLTPPQFIELALGLESTNQPFILVIKAGDKVKEIETWISENGFEERTRERGLLIRG
WAPQVLILSHAAVGAFLTHCGWNSTLEAVCAGVPLITWPLEFSEQFLNEKFAVQVLKIGESVGARVAVGLG
EEEKSGVKVEREEVEAAARRLMEEGEEGGGRRRRARELAEMAKRAVEEGGSSHLNMTVMIQDIVSIKREE
T

>GWHPAAALO13365
MSTPTDNGEKLHIVMFPWLDFDHMIPFLELAKLTAKKGHKLTYVSTPQNIRWLPNPPLNWVLLPLPTVES
VPDNAKATVDVPSGKVSCLVDAFDRLETELTRFLEASMPDWI IYDFAPPWLPTVVGNLGISRAFFNVRNA



SFVYSMIKGCDLPNDIIGPLGVHRLWSRCDVFATRDCTEFEPHCLNTLRKVTQKPVIPVGLMPSLVHDSE
DDKTYTWLAINDWLQKQNKESVAYVALGIEVFKNQESLSEMATGLELSSLPFLWALRRPHGSTELGSVKL
SLGFEERTKARGIVCRTWVPQAKVLAHGLVGCFMTGCGWSSVIEGLQFGRSLLMMPFTEEQRLNTRVCVK
KNMGIETAQVGSLTRNSVADTLKLVMSNDNNEGKLIREKVKMMNWIFGDKARHDLYMDNFVDYLQNYRSL
NKVP

>GWHPAAALO13653
MTSPSSSPPSLPHVEMVSFPGQGHVNPLLRLGKYLASKGLLITLCTPEIFGKQIRKSNPITAGENPIKIG
EGFIRFEFIQDDLEEDDP IFKDFDLYFPDLEMKGKAALQRMIEENKVMGRPVSCLINNPFIPWVSDVAEA
MATPNAMLWVQSCACFAAYYHYGKGSVPFPSERELELDVQLPAMPLLKHDETPSFLHPTTPYTVFRRAIM
GQYRNLSYPFCILMDTFMELEEELTENMSEICPVKPVGPLFRNAGGYGSETIRGDMMRADEECLKWLDSMP
ECSVVYVSFGSTVSLKQTQLDEFAAGILNSGVSFLWVVKPVPEKPVKLPEVFLEKAGDRGKIVEWSPQEQ
VLAHPAVACFVTHCGWNSSIEAVANGVPVVAFPQWGDQVTNAKYLVEVFGVGLRLSRGEAENRTVTAKEV
ERCLLEATSGGKAAELKEKALKWKKKAEEAVAEGGSSNRNMKDFVEEVKRRST

>GWHPAAALO13654
MVSPFPSSLPHVEMVSFPGQGHVNPLLRLGKYLASKGLLITLCTPEIFGKQIRKANPITAGENPIKIGEG
FIRFEFIQDGLEEGDPIFKDPDLYFPDLEMKGKAALHRMIEENKEMGRPVSCLINNSFIPWVSDVAEAMA
IPNAVLWVQSCACFAAYYHYGKGSVPFPSERELELDVQLPAMPLLKHDEIPSFLHPTTPYTVFRRAIMGQ
YRNLSYPFCILMDTFMELEEELTENMSEICPVKPVGPLFRNAGGYGSEIRGDMMRADEECLKWLDLMPEC
SVVYVSFGSIVSLKQTQLDEFAAGILNSGVSFLWVVKPVPEKPVKLPEVFLEKAGDRGKIVEWSPQEQVL
AHPAVACFVTHCGWNSSIEAVTNGVPVVAFPHWGDQVTNAKYLVEVFGVGLRLSRGEAENRTVTAEEVER
CLREATSGGKAAELKEKALKWKKKAEEAVAEGGSSDRNMKDFVEEIKRRST

>GWHPAAALO13655
MVSPFPSSLPHVEMVSFPGQGHVNPLLRLGKYLASKGLLITLCTPEIFGKQIRKANPITAGENPIKIGEG
FIRFEFIQDGLEEGDPIFKDPDLYFPDLEMKGKAALHRMIEENKEMGRPVSCLINNSFIPWVSDVAEAMA
IPNAVLWVQSCACFAAYYHYGKGSVPFPSERELELDVQLPAMPLLKHDETPSFLHPTTPYTVFRRAIMGQ
YRNLSYPFCILMDTFMELEEELTENMSEICPVKPVGPLFRNAGGYGSEIRGDMMRADEECLKWLDLMPEC
SVVYVSFGSIVSLKQTQLDEFAAGILNSGVSFLWVVKPVPEKPVKLPEVFLEKAGDRGKIVEWSPQEQVL
AHPAVACFVTHCGWNSSIEAVTNGVPVVAFPHWGDQVTNAKYLVEVFGVGLRLSRGEAENRTVTAEEVER
CLREATSGGKAAELKEKALKWKKKAEEAVAEGGSSDRNMKDFVEEIKRRST

>GWHPAAALO13658
MVSPFPSSLPHVEMVSFPGQGHVNPLLRLGKYLASKGLLITLCTPEIFGKQIRKANPITAGENPIKIGEG
FIRFEFIQDGLEEGDPIFKDPDLYFPDLEMKGKAALHRMIEENKEMGRPVSCLINNSFIPWVSDVAEAMA
IPNAVLWVQSCACFAAYYHYGKGSVPFPSERELELDVQLPAMPLLKHDEIPSFLHPTTPYTVFRRAIMGQ
YRNLSYPFCILMDTFMELEEELTENMSEICPVKPVGPLFRNAGGYGSEIRGDMMRADEECLKWLDSMPEC
SVVYVSFGSIVSLKQTQLDEFAAGILNSGVSFLWVVKPVPEKPVKLPEVFLEKAGDRGKIVEWSPQEQVL
AHPAVACFVTHCGWNSSIEAVTNGVPVVAFPHWGDQVTNAKYLVEVFGVGLRLSRGEAENRTVTAEEVER
CLREATSGGKAAELKEKALKWKKKAEEAVAEGGSSDRNMKDFVEEIKRRST

>GWHPAAALO014206

MAKNTHVVMLPWSAFGHI TPFFQLSTALTKAGIHVSFVSTPKNIRRLPQIPSDSVPFIDLVELPLPEIDR
SLLPADAEATVDIPTENIQYLKTAYDLLKKPFSRFVADRLPDWIVIDMMPHWAVDVAKEFDVPVIYFSVE
GAAAAVEWGPPEYTAGEGQKMKRSTPESLTSTPEWVDFPSAVAYGQNEAVSFHAGAYGENASGISDAGRV
ARTLHSCRALAIRSCPEFEHDYLNLLEKTHQKPVIPVGLLPPEQKSEARNSGDKFKIFKWLDQQKPKSVI
FVGFGSECKLTENQIHEIDYGLELSELPFLWSLRKPSYSTDELDPLPPDFHRRTAEKGLVHVGWAPQTET
LAHPSVGGSLFHSGWGSVIETLQFGHRLVVLPLI IDQPLNARLLVEKGLATEVERGGDGSFGGDATAKAL



REAMVMEGGERVREAMAIFGDRKLQENYVERFAEYLKNGVAKKNR

>GWHPAAALO014233
MEERRENIVMFPFMAQGHMIPFLALALQLEKKGYGITFVNTPLNVLKLRQCLPPDSSIRILEIPFNSSDH
GLPPNSENTDVLPYTLIVNLLHASLSLESSFRKLLSDLIHEQGGVRPLCVIADIFFGWSAGVARELGVFH
ATFSGAGGFGLACYYSAWLSLPHRTTDSIEFTLPDFPEASKFHVTQLPASMLAADGTDLWSIFQRKTLPA
WTNSDGVLFNTVEGFDKLGLAYFSRKIGKPIWATIGPTLLSVHHRARVGGREAATTPEQCAEWLDSKPPNS
VIYVSFGSQNTISASQMMQLAKALDKSEKNFIWVVRPPLGFDINSEFKPEEWLPEGFTDRIKDQNRGLIV
TKWAPQVEILSHKSIGAFTSHCGWNSVLEALSNGVPLIGWGMAADQFFNVKMLEEAVGVCVEVARGTIFE
VRHEDIMEKIEVVMGESEKGKRIRKRAGELKEI TKDATRDEEGFKGSSVKAMDEFLSAAAMSMKEKKTLL
VETQ

>GWHPAAAL014996
MEITDGETGSSQNRVLVIPFPSQGHINPMLQFSKRLAAKDRRRSLGITLVTTSTTKFSALSQPPTSVSVE
YLPDDSDDDQPDDVGAFFRRFEKTVTEGLPGLVERLKNSGSPARVVVYDSTIPWVLDIAHPLGLKGACFF
TQTCAVCATYYHVHRGTLTVPSEEEEEDHRSSVTLPGMPLMEIKDLPSFVYDIDQYPYALRLLLAQFSNT
GEAEWIFFNTFDKLEHEVIDNWAAREWPRMKSIGPTIPLAYLEEEDNTLONDIDYGLNLLDSNFEACMNW
LDAKETASVAYVSFGSVANLNNEQMEELAWGLISSGTHFLWVVRASEESKLPPNFTDQALENGLIVNWCP
QLQVLAHRAVGCFVTHCGWNSTLEALSLGVPLVAMPHWSDQT TNAKYVSDVWKVGVRARGVEKGAGVVGR
AETERCVKEVMEGESGDEVRRNAVRWKELAREAVAAGGSSDNNIQEFVSQLVKL

>GWHPAAALO15368
MTNTNRVELVFIPSPGMGHLVSAVEMAKLLVDRDQRLS I TLL IMKAPFKTKANYSPAQSLSTAAASRIRF
VDLPGDELESDAKFSPHTFLSGF ISGQKTLVRDAVAQISSSPEAPRLAGFFIDMFCTSMIDVADEFRVPT
YVFFTSGAAFLGLVFHLQTMRDDHNHDVTELKDSDADLLVPCFVKSVPTKVLPSVVLDKEGGSEMFHDLY
RRIRETKGILINTFSELESHATHSINTPPVYPVGPILNVAGDNDNESTSAAATLKWLDDQPPSSVVFLCE
GSMGCFGVDQVNETAHALERSGHRFLWSLRRPPPEGKLEFPGDYTNLEEVLPERFLERTAEIGRVIGWAP
QAAVLAHRAVGGFVSHCGWNSTLESVWYGVPMAAWPQYAEQQLNAFLMVEELEMAVETKMDYRNGFYSKS
GVALRSEEIEKGIRRLMECGENGMRKKVEEMREKSRVAVREGGSSYLSIGRLIEDVMKIVEQ
>GWHPAAALO15516
MAYHHPRQTQPQVAVVVVPFPAQGHLNQLLQLSRLISFYHTPVHYVGSATHNRQAKLRNHGWDPLSATNI
HFHEFSTPHFLSPPPDPHAAVKFPSHLQPSFEASSHLRRPVAALMRELSQKFRRITTVNDSLMGSVVQDF
VSLQNADAYTFHSVSAFAMALFFRESTGKHFSVHAELLNGVPSLDGCFTADFLNFLKTQHYYTQFSSGRI
YNACRLIEAPFLDILSQDHDTAINKNKKHWALGPFNPISITHNKRPNSRHKCLEWLDKHDQNSVILVSFG
TTISLSEEQIKELATGLEQSGQKFIWVLRDADKGDVFNEEDEVRRAELPKGFEDRVEGRGLVVREWAPQL
ETLGHPSTGAFMSHCGWNSCMESTTMGVPMAAWPVHSDQPRNAVLVTKFLKIGLPVKDWARRDEVVIALT
VENAVKKLMAAEEGREMRKRAEELGGAVRRSAAEGGASCKEMDAF TAHITRI

>GWHPAAALO15754
MSGDRKLHIVMFPWLAFGHMIPYLELAKLTAEKGHKISFLSTSRNIDRLPKLPPHLTPVIDFVKLQLPHV
EGLPENAEATSDVPYNKVKYLKVAYDLLQEPTARFLRISSPDWVLFDFVSYWLGPIASELRIPSAFFSIF
ITPAFLGIFGPVPVLKGTDEARTKPEDFTVSPKWVPFKSTVAFRLFETIQRIFDSVTGDEMNVPDTYRAGCT
IESCDITAIRSCHEFVPEWIKVLEETHQKPVIPVGQLPTTAYDGGEDDKDGQWEKMKEWLDTKEKKSVVY
VAFGSEAKPSQAELTETALGLELSRLPFFWVLRNRRGNADTEPIQLPEGFEERTRGRGWVCTKWAPQLKT
LSHDSVGGFLTHSGWSSVVEAVQFERALILLTFLADQGLNARVLEEQKMGYSTPRDDRDGSFTRDSVANS
VRLVMVEEGGKIYREKMKEMLGVFGDRDRQDGYVENFLRYLQNYKTPTSEDPNKKE
>GWHPAAALO15755
MELTIPSNGRKLHIAMFPWLAFGHLIPFLELAKLTAQKGHQISFISTPQNVHRLPKLPPNLTPLINFVQI



PLPAVENLPDGAEATIDVPYDKVKYLKTAYDGLQEPITKFLHYSSPDWI IFDFASYWVGPVASELEVSSA
FFSIFTAAFMGFCGPAEILKGTVEGRTKPEDFIVKPNWVPFESRVAFRLFEILRVEDGVTGDEDNVSDGL
RMGCTIEGCDLIITRSCYEFESDWLRVIEETHRKPLIPVGQLPTTVYDGGDVDKDGAWRE IKDWFDQQEK
GSVVYVAFGSEAKPSQTELTETALGLEVSGLPFFWVLRKQRGSADIELTQLPEGFEGRTRGRGIVCTTWA
PQLKILNHVSVGGFLTHSGWSSVVEAISLEKALTLLTFLADQGPNARLLEEKKMGYSVPRDERDGSFSRD
SVADALRLVMASEEGKTYRDKVKEMKWAFGDRDLQDRYVHNLLGYLQTHNRKKGR
>GWHPAAALO16884
MAASTFHIAMYPWFALGHLTAFLHLSNKLAKKGHKISFLIPTKTQPKLNPFENLYPNLITFIPITIPHVDG
LPPGAETTSDIPYLSGTHLMTAMDQTQAHIELLLRDLKVDIVIFDFAYWIPAVAKWLGIKSIHYCTISPA
TVAYTMVPARNLKGNKVTETDLMQPPEGYPVSSTKLHAHEAPAFVARRSMRFGGDKQFYERQFLSFSQCD
ALGFRACREIEGQFCDYIESQFRKSVLLSGPVIPEPPTSPLEEKWVKWLGKFEAGTVVYCTFGSECTLKK
DQFQELVLGLELAGKPFLAALKPPAGVESTEAALPENFKERVQGRGIVHGGWVQQQLILEHPSVGCFITH
CGSGSVSEALVNKCQMVLLPHVGDQI INARMMSRDLKVGVEVEKGEEDGVETRESVCRAVRAAMEEGSEV
GKETRANHAKLREFLLHKDLESSYTENFLMKLQELLQ

>GWHPAAALO16885
MAASSFHIAMYPWFALGHLTPFLHLSNKLAKKGHRISFLIPTKTQHKLNPFNLHPDLITFIPITVPHVDG
LPPGAETTSDTPPQSLTHLMTAMDQTQHHIEHLLRDLKPDVVFFDFTYWIPEVAKRLGIKSTHYCIISPA
TIGYTMVPTRNLKRKNEVME IDMMRPPEGYPASSTELHAH
EARAFVARRRRVAKSRANFVTTLKANSEXTSPLEEKWVKWLGKFEAGTVVYCAFGSECTLKKDQFQELVL
GLELAGKPFLAALKPPAGVESTEAALPENFKERVQGRGVVHGGWVQQQLILEHPSVGCFITHCGSGSLSE
ALVNKCQLVLLPHVGDQI INARLMSRDLKVGVEVEKGEED
GVFTKESVCRAVRAAMEEGSEVGKEIRANHAKLREFLLHKDLESSY IDNFLMKLQELPQ
>GWHPAAALO17403
MEREIDEMGSQKPHVLVVPFPAQGHFSPALQLSKRLASKGIRVTFVTTISSAESSGSIRMEHISDGYEEG
EKPESTEAFTDRIKTVFSQNLGDLIEKQKRVGYPVKLLIYDSVIPWALETAHSLGVYGAPFFTQTCAVCA
TYYHAQKGNLEVPLEGTKFSLPSLPPLERNDLPSFLSDMNSYQFFLKMVLAQFSNFQNADWILENTFDKL
EDETIVKWMASQWPIRTVGPTIPSMYLDKRLKEDKEYGLSLFTPNIESSMKWLDSKEPGSVVYISFGSLAN
LDEGQMKELSWGLVKSNYYYLWVVRDSEESKLPNNFMAETSEKGLVVSWCPQLEVLAHQAVGCFVTHCGW
NSMLEALCLGVPMVAMPQWTDQTTNAKFVADVWRAGVRVEANDEGVVTREETEKRIREVMEGETREELRK
NASNWKNLAREAVDEEAVIFPANPSQKNNPMTQFSKCLATTGHRLAVTLVNTTATKFSYLSQPPSSISIE
RMYLMMIN

>GWHPAAALO17405
MEITDRETGSSQNRVLVIPLPVQGHINPMLQFSKRLAAKDRHCRLGITLVTTTATKFFALSQPPNTISIE
SLPDDSDDDQLVDTVALIRRFVKTVTEGLPRLVERLKNSGSPVRVVVYDSFIPWVLDIAHQLGLKGACFF
TQTCAVSAVYYHVHQGTLTVPSEEEQDHRSSVTLPGMPLME INDLPSFVYVVYDQYPAALRFLLAQFSNA
GKADWILFNTFDKLEHEVIENWAAREWPRMKSIGPTIPSAYLEEEDKTLQNDKDYGLNLLDPNTEACMNW
LDAKETASVAYVSFSSVADLKKEQMEELAWGLIGSGTHFLWVVRASEESKLPPNFTDQALENGLIVNWCP
QLRVLAHRAVGCFVTHCGWNSTLEALSLGVPLVAMPQWSDQTTNAKYVSDVWKVGVRARRVEKGEGVVGR
EETERCVKEVMEGESGDEVRRNAVRWKELAREAVAAGGSSDNNIQEFVSQLVKL

>GWHPAAALO17961
METRRGPKEVVLVPYPAQGHMSPMLQLGTLLHSLGFSITVAYASLNSPDPSTHPEFDFLPISEDLSDRDT
SSGAVFSLITSLNADCAEPLRECLVRVTEDRGAVACVVYDSLIYFPEEVAHRMKIPSMVLQTCSAAYVLA
CRLFPELKEEGYLPAESEDPSMEDLVPKLHPLRFKDLPITKFDTTALQILMDLNDVGTSSAVIWNTTDYL
EHPSLCRLRQHYQVPIFPLGPLQAMAPTSSTSFLKEENGCLNWLENQAPKSVIYVSFGSNATMEPKELSE



VACGLANSDQPFLWVVRPGSVKGSKWVEHLPEGF IEAVGERGCIVKWAPQKKVLAHGAVGGFWSHCGWNS
SLEGLSEGLPMICRPCFGDQRANARYLAHVWRVGLELELELERGATERAVRRLMTGKEGEELKRRAMDMK
QNIEESVQKDGSSYNSLIELADFISDFHKTRQCY

>GWHPAAALO18171
MGKQLHVVFFPFMAHGHMIPTLDMAKLFSSRGVKTTIITTPLNAPVESKSTQRSNQLGLDISLKIFDFPA
VAAGLPEGCESADQITSEDMLPKFFVATALLREPLERLLSDHRPDCLTIAGMFFPWTTESAAKFGIPRLVE
HGTSFFALCAGESLRTHKPFRQVTSDSEPFVLPELPHETKLTRTEVSPFELHDTETATSGVLKQVSESEK
TCYGITANTFYALEPDYADHYRNAMGRTAWHVGPLSLCNRGIEDKAERGKKSSIDEHECLQWLDSKKPKS
VLYVCFGSMAKFADSQLYETAAGLESSGQQFIWVVRKSKDEEEQKEETWLPHGFEERTQGKGLIVRGWAP
QMLILDHEAIGGFVTHCGWNSTLEGACAGLPMVTWPAFAEQFYNEKLVTDVLKIGVSVGAKEWKTGPREG
VKREATEKAVRSVMEGEKAEEMRRRAAALKEAAMEAVEEGGSSYSDLTSLIEELTSSQKINGT
>GWHPAAALO18716
MEMEMEKREYRAHVLATPFPAPGHVNPLLQFCKRLEFKGLKASLAITKFQSKSMQSRLGSIQIHTISDGY
DEIGRHNAESVGVWISTFKEVGSKSVANLIQKFRSLGHPIDCIVYDSFLPWVLDVAKENGVAGASFMTHK
CAVNHINYHVYHKKIPYPFSSPTYSTPGLPSLDLEYMPGFMHVHPDYYDLVLSQFSTVDRADYVEVNTFY
KLEAEVLDEMSKTLPVKPIGPTVPSFYLDNRVEDDKNYGLNLQQLDSSVCLNWLSSKPARSVVYVSFGSV
ATASPAANEMEETAWGLKNSNCYFLWVVNANEEPNLPQNFKEEMSEKGL IVAWSPQLEVLSHHSVGCFLT
HCGWNSTIEATCLGVPMVAVPKWADQT TNSKFIQDVWKVGVKVMPSENGIARREETERCINV
>GWHPAAALO19177
MDHHRRRHHFLLISLPAQGHFNPTLQLAKVLARAGVTVTFATTVYGLNQLKVNSFTVDGIAYASFSDGHD
EDRSKASSDFAGYLEDQRRVGSQNLIKLLENLANDGRPVTFIVYTVLLPWVAQVAREMHVPSAFFAIQCA
ATLAVYHRFFNSSDGLLGGENEINESLSVELPGLPPLSSGETPSFLMPADQYHSSVSPSFREHILTLEED
PNPTVLINTFDALEEDSTIRAVRNMKITAVGPLVPSAFSDGIDGSDKSFGCDLFRNSDDHHLRWLDSKSES
SVIYVSFGSLATLGKPQKEEILNGLIDTERPFLWVIRDTAGEEEEMAVPENGLVVPWCTQVEVLAHSSIG
CFVTHCGWNSTIESLVAGVPVVAMPQFSDQLTNAKLVEEVWGNGVRARKSEEKGVVEREEIRRCVEVVVG
GGERGEEIRGSARKWRGLAMAAVREGGSSSKNLRDFLDSLG

>GWHPAAALO19178
MDHHRRRRLHHFLLISLPAQGHINPTLQFAKVLARAGVTVTFATTVYGLSQLKANSSTVDGIAYTSFSDG
YDEGGAKANT IFPDYMEDLKRLGSQNLIKLLKNLAGEGRPVTFLVYTVLCPWVAHVAREMHVPSAFFAIQ
CAATLAVYHRFFNSSDGLLGGENEINESLSVDLPGLPPLSSGETPSFLMPANQYHSSTSPSIREHILTLE
EDPNPTVLINTFDALEEDSIRAVRNMKITATGPLVPSAFSDGIDSSDKSFGCDLFRNSGDHYLRWLDSKS
ESSVIYVSFGSLAVLGKPQKQEILNGLIDTGRPFLWVIRDTAGEEEEEEETAVPENGLVVPWCTQVEVLA
HSSIGCFVTHCGWNSTMESLVAGVPVVAMPQFSDQLTNAKLVEEVWGNGVRARKSEEKGVVEREEIRRCY
EVVVGGGERGEE IRGSARKWRGLAMAAVREGGSSSKNLREFLDSLG

>GWHPAAALO020336
MFTSNRVELVFIPSPGMGHLVSAVEMAKLLVDRDQRLSITILIMKVPSKTKANYSPSQSLSTAAASRIRF
VDLPESESTPQFSPQSFISGFTIPSQKTRVRDAVAKTAAAPGAHRLAGFF IDMFCTSMTDVADEFGVPTYV
FFTSGAGLLGLMFHLQTMRDDYNHDITELMDSDTDLIVPSWIKPVPLKFLPSVFVNKEEGSHMFLDLTRR
IMKTKGIVINTFFELESQAINSLNTLPVYPVGPILNVAGDNNSASAGAIMKWLDSQPPSSVVFLCFGSMG
CFDVDQVKETACALEHSGHRFLWSLRRPPSNETSELPEEYTNLEEVLPEGFLERTTKIGKVIGWAPQTAT
LSHRAVGGFVSHCGWNSTLESVWYGVPLATWPLFAEQQVNAFMMVEELEMAVEIKMDYHKSFYLKNGIVL
KSEETEKGIRRLMESGDIEIRQKVEQMRDKSRVAVKEDGSSFRSTERLIEDVINGAKMK
>GWHPAAAL020411
MVIPDFLIVEDNNSSEALSWVDSCTGDGYGGQMHHESSESNWEWSQSLPSKTLKGIHGEEDGVDKHESSK



QSNNTILIKSFKETEGKYYDYHSLLAKKKFVPVGPVVQEPVCEEGFSKINEWLNKKDYGSTVLVSFGSEY
FLKKEDNIETAHGLELSNVNFIWVLRFPKGEKLVAQETFPLGFFYRVGDRGMVVEGWAPQVRILGHPSTG
GFASHCGWGSVIESMSFGIPITAMPMHLDQTINARVVEEVGIGAEATMY ISGKLKRENCGGDQGGGGGDR
RGRREEKGKRDEG

>GWHPAAAL021381
MTIPHVLAIPYPAQGHVMPFMELSQCLVQHGVRVTEFVNTDFNHKRVTKSMSEKESLTGMMHLVSTPDGLE
PWEDRNDVGKLFESTFQVMPSKLEQLIEKINASEGKKISCVISDQCLGWALEVAEKMGIKRVTFWPASTA
TMALTMNIPKLIDDGVINENGTSCSFSSWNRYEI THLYHFFFILKFHTARTPISKQITQLLPTMPAMNTA
NFYWACFGDLSTEKSTFQMMVKNNKFLKLADRVICNSTHELEPAAFTLCPEVFPIGPLPLINKVGRSGAN
FWPEDPTCLKWLDQQPPQSVIYLAFGSFTIFDQTQFRELALGLELTNRPFLWVVRPDITDQTKDPYPEGF
TQRVSDRAQIVGWAPQQSILGHPSVACFMSHCGWNSTIEGVSNGVPFLCWPYFADQFWNQQY ICDVWKVG
LGFARDESGITVQDEIRNKVEHLLGDESFRARATVLKEKAMETVKEGGSSHRNFSDLIGWMKETIKHD
>GWHPAAAL021402
MSDVAGRPPHTALFPGAGMGHLTPFLRLAAMLASHNCKVTLTAVHPTVSAAESSQISAFFAANHHINRLD
FHILPHNPPDSEVNDPFFVQFEATSRSVHLLGPLLSAASPPISAVFSDFPVAASMAQITDDLTIPNYIVS
TTSARFFSLIAYFPLLNLQNHNKSQIETPGISPLPFSTLPPPLFSPNNLFTTGLATNSKYLPKAKGILVN
SFHGFEPETIEAFNNGKIQENLPPLLPIGPLLQPHEHTIPQCHEISWLDKQAEESVVYVSFGSRTAMAKEQ
VRELGDGLERSGCPFLWVLKTKILDKDESEEVEEFLSNSFLERTRRKGVVLKEWVNQERILSHPAIGGFV
SHCGWNSVMEAAKEGVPILAWPIGEKIREVMEDEKLRAKARKVGEEARKAVGMVGGSSEMVLQGILQSTA
ETCH

>GWHPAAALO21780
MASKPLVHVFLVSFPGQGHVNPLLRLSNLLASGGFFVTFSTTVSFGKQMQSVNPAVTGEPTPVGDGFIRF
EFFDEELALDDPRRRDPNLFFYHLELAGKENLRRLVENQSSEDGRTPVSCLINNPFLPWVADVADSLGIP
CATLWVESCASLSAYYHYYHGLVPFPDGEQPELDVETPFLPLLKHHETPSYLHPNDPCTFLKKLVLGQIK
RLPKIFCVLIDTFEELEPQIIRHVSDLIPIRSVGPLLRYRKSSSWITGDRLKTDDCIEWLDSKPPSSVLV
MSFGSVAQVKQEQIDETAHGLLSSCVSFLWYMTPPMAGSPDKPRILPDGEFSEKMGDRGKVVEWSPQERVL
AHPSVACLVTHCGWNTTVEVLSNGKPVLAFPQWGDQVNNAKFLVDVFGVGIRVYRGEDRGS IVSRDEFEK
CVREAMSGPKAVDITKENAMRWKKVAEEAVAEGGSSRRNMLDFMEETKRRSVD

>GWHPAAALO021819
MVPISTEPIRKCHVVAVPYPGRGHVNPMMNICKLIASKFDPDRLVITFVVTEEWLGLIGSEIKPANVRFA
ATPNVVPSERVRAADMVGFVTAVMTKMEQPFEEVLDRMQSPASVI TADTFLRWAVEVGNRRSTPVASLWT
MPAMVFSVFYNFELVVENGQFPIELCERGEERVDYLPGIPSTRLSDLPTITHRRDQNLLRLCLTAFANVS
RARYLLFTTCSDLEPQVIAALKTQFPFPLYCLGPTIPYFNLQQPPPITPNHHDYLKWLDSKPPNSVLYVS
LGSFLSVSSSQMDETEAGLGGSGVNYLWVNRGHAGGVGGGGRMVVRWCDQLRVLCHPSVGGFWTHCGWNS
TMEGIYAGKPMLTLPILMDQVPNSKCVVEDWKIGWEVKREEGNLVSREKIVEVVRRFMDEGSEEREEMMR
RAEELRRLCRTALVRGGSSHENLQAFVDGIAKF

>GWHPAAAL022080
MTFLCSSFLVAYVWPSPETPGSQKPHVLVVPFLAQGHFSPALQLSKRLASKGLRVTEFVTTISCPKSNGSI
RMEQISDGYEQREKPESTEAFAEGIKTAISQGLHDLMEKQKQVGYPVKLVVYDSGMPWALEMVHKSGVYG
VLFFTQPCVVCALYYHMQQGTLEVPFEGTKVTLPSLPPLEKNDLSSFISNLFPHEFLVKGLLDQFSNIHR
ANWILFNTFDKLEKEVVKWMASQWPIRTVGPTIPPMYLDKQLKRDKEYGLSLFTPNTEASMKWLDTKEQG
LVVYVSFGSMATLDETQMEELSWGLVQSNNYFLWVIRASKESKLSSKFMAKTLEKGLMVNWCPQLEVLAH
QAVGCFVAHCGWNSTPEALCLGVPMVAMPQWVDQTTNAKFVADVWGGRGSRGGQ

>GWHPAAAL022859



MEMEMEKREYRAHVLATPFPAPGHVNPLLQFCKRLEFKGLKASLAITKFQSKSMQSRLGSIQIHTISDGY
DEIGRHNAESVGVWISTFKEVGSKSVANLIQKFRSLGHPIDCIVYDSFLPWVLDVAKENGVAGASFMTHK
CAVNHINYHVYHKKIPYPFSSPTYSIPGLPSLDLEYMPGFMHVHPDYYDLVLSQFSTVDRADYVEVNTFY
KLEAEVLDEMSKTLPVKPIGPTVPSFYLDNRVEDDKNYGLNLQQLDSSVCLNWLSSKPARSVVYVSFGSV
ATASPAANEMEE TAWGLKNSNCYFLWVVNANEEPNLPQNFKEEMSEKGLIVAWSPQLEVLSHHSVGCFLT
HCGWNSTIEATCLGVPMVAVPKWADQTTNSKFIQDVWKVGVKVMPSENGIARREETERCINV
>GWHPAAAL023009
MIPTLDMAKLFSSRGVKTTIITTPLNAPVESKSIQRSNQLGLEISLKIFDFPAVAAGLPEGCESADQITS
EDMIPKFFVATALLREPLEQLLSDHRPDCLVADMFFPWTTESAAKFGIPRLLFHGISFFALCAGESLRTH
KPFRQVTSDSEPFVLPELPHEIKLTRTEVAPFDLYDTQTAISGVLKQVRESEKTCYGITANTFYALEPDY
ADHYRNAMGRTAWHVGPLSLCNRGIEDKAERGKKASIDGHECLQWLDSKKPKSVLYVCFGSMAKFADSQL
YETAAGLESSGQQFIWVVRKSKDEEEQKEETWLPHGFEERTQGKGLIVRGWAPQMLILDHEATIGGFVTHC
GWNSTLEGVCAGLPMVTWPAFAEQFYNEKLVTDVLKIGVSVGAKEWNRGPREGVKREATEKAVRSVMEGE
EVEEMRRRAAALKEAAMEAVEEGGSSYSALTSLIEELSSRQKINGK

>GWHPAAALO023788
MERKTSILMFPWIAYGHISPFLELAKKLSQRDFFIYLCSTPANLASVKPKIDEKYSLLIKLVEFHLPTLP
DLPPCFHTSNGLPPHLMHTLMTAVDMSNPSFSDILETLKPDLLTYDFVPHWAPATAAAHNTPAVEFITSS
ATVYFRHYEKAHQDEMIESDRYQYNKNLSVKSPQQSNNIILTKSFKETIEGKYYDYLSLLAKKKIVPVGPY
VQKPFCEEGFSETTEWLNQKDYGSTVEVSFGSECYLKKEDI TETAHGLELSNVNF IWVLRFPKGEKLGAQ
ETLPLGFLDRVRERGMVVEGWAPQARILAHPSTGGFASHCGWGSVIESMSFGVPTITAMPMQYDQPINATV
VEEVGLGVEATRDITGKLQREKTAAVLRKVMVEREGEGVRKKAREMRDD IRTKGDEEIDNVVLELQQLCK
1K

>GWHPAAALO023789
MERKTSILMFPWIAYGHISPFLELAKKLSQRDFFIYLCSTPANLASVKPKIDEKYSLLIKLVEFHLPTLP
DLPPCFHTSNGLPPHLMHTLMTAVDMSNPSFSDILETLKPDLLIYDFVPHWAPATAAAHNTPAVEFITSS
ATDYFRHYENAHQDEMIESDRYQYNKNVSVKSPQQSNNIILTKSFKETEGKYYDYLSLLAKKKIVPVGPY
VQKPFCEEGFSETTEWLNQKDYGSTVEVSFGSECYLKKEDI TETAHGLELSNVNF IWVLRFPKGEKLGAQ
ETLPLGFLDRVRERGMVVEGWAPQARILAHPSTGGFASHCGWGSVIESMSFGVPTTAMPMQYDQPINATV
VEEVGLGVEATRDITGKLQREKTAAVLRKVMVEREGEGVRKKAREMRDDIRTKGDEEIDNVVLELQQLCK
1K

>GWHPAAAL023791
MESKTSILMFPWIAHGHISPFLELAKKLSKRNFLIYLCSTPANLVSVKPKIDEKFSLSTKLVELHLPALP
DLPPCFHTTNGLPPHLMFTLKDAFDMSNQNFSDILETLKPDLLTYDFLQPWAPATAAAHNTPAVEFITSS
ATMTSLMLHVENDPDKDFPFSDTVYFRDNERAHLDRMIESARNQHKKKNPATECLKQSNNIVLIKSFKET
EGKYCDYLSLLAKKKLVPVGPVVQEPVCEEQFSDI TEWLNKKDHGSTVFVSFGSEYFLKKEDITETAHGL
ELSNVNFIWVLRFPKGEKLAAQETLPLGFLDRVGERGMVVEGWAPQARTLGHPSTGGFASHCGWGSVIES
MSFGIPITAMPMHLDQPINARVVEEVGIGVEATRDITGKLKREKTAAVIREVVVETEGEGVRKKARKMRD
DIRIKGEEEIDNVVLELLQLCKKK

>GWHPAAALO023813
MDTTRERSSERMRILMFPWIAHGHISPYLELAKRLNQRNIKTYLCSTPINLNSVKNKIDNNSDSLLQLVE
LHLPSTPELPPQYHTANGLPRHLMIPLKATIEASGPPKFSAMLETLKPDLVLYDFNLPWGATVAASHNIP
AVQFTTVGAVMISFALHTLEKPATEKYPFPAITLSESQSHEMRKLLDESVLGISDKDRFREGVDRSQDIT
LIKTSTEIESNYLNYLSELAGNKKIVPVGQLVQQADDRRRDFENDEDQI TKWLDKKEKANSVVEVSFGSEC
FLSKEEIQEMGRGLELSRVDFIWVVRYPVGDKTRVLEDELPEGFRERVLGGERGMVVEGWAPQSKILGHP



NLGGFLSHCGWSSVMESMKMGVPIIGMPMGVDQPLNCKVVEDAGVGVEVKRDSDGKIKGEVIGEAIRRVY
AEMGGESVRKKAKELGEKLRETGEREVEAAVQEILKFSSNKQ

>GWHPAAALO023819
MGMAAKNDDESGDNQTVAEYGEKRRWGGCSLPVRRRRWRRGIGGDERESGNSGEFSEWLDGKEELSTVEV
SFGSEYFLSKEEIVETAHGLELSEVNFIWVIRFPMGEEKKTRVGEALPLGFKERVRERGMVVEGWAPQAK
TLGHKSVAGFVSHYGWNSVLEGMKFGVPLVAMPMHLDQPVNARLAVEVGVAVEALRDEDGGVQRKEVARY
IREVVVGENCGGVRERARELSENMRLRGDVEVHGLVEVLAQLHQKNKAQSC

>GWHPAAALO24115
MAEDRNEGNIVMFPFMAQGHLTPFLALARQIEQRHGGYTITIVNTPLNICKLKCWLPPETTIRLVEIPES
AADHGLPPDSENTDMLSREQALYLFEASESLEKPFENLISETATGDGRQPTICIVSDMFLGWTVNVAKKLG
IFHSVFIAGDGYGMGLYFSLSLNENLWTVEAADEFLPVDFPGAARTHWSRIPIDLKYEEAAESWFRFRKR
QFSYCLCSDSILLNSIKELGQKGVEYFRRKTGGKPVWT IGPVSNLTVKNKIFTKISTNPISDWLDLHPPG
SVLYISFGSQCSLLASQMKELAMGLEESRCPFIWVVRPPVEFDLTGDFRSEWLPVGFEERMRRLNQGFLIT
HGWGPQLEILSHRSTGGFLSHCGWNSVVEGLCGGVVILGWPMAGEQFFNSEMLAEEVGVCVEVREKNNGC
GIVGHQRTAEVIEMAMGKSEKGEEMRRKAREMSEKMEAAVKVEEGFRGSSVKVMDEF ISTATSKKKR
>GWHPAAALO024577
MAANHONGGSLTFTGPVSIVAVPFPAHGHLNQLLHLSCFFSSAGLPVHFASTATHNRQARLRATSLNFEK
THFHDLPHPHFQSPPPNPTAATKFPAHLQPSFEAALHLRQPLAALLREISTVSRRVIVIHDPLMSSVAQE
AASTLNPETYVFSCLSVLFQLAHLCENKFQAELPANLPTMDGCLTPEFMEFSASQFQLLGTEEGKFRAGY
LYNSCKLIEGRYIDLLSSYDQYQDKKIWAIGPILPVKSVTKTSNWSHKS IEWLDKQEPRSVIYVSFGTMT
SISDEQIRELAVGLEQSKQRFIWVLREADRADIFSGEEQRKVEVPEGFEERVKGIGMVVRDWAPQPEILG
HRSTGGFMTHCGWNSSLESVTMGVPVAAWPMHSDQPRNAVLLTEVLKVGVPVREWTGKGEIVGSSETEEA
VRRLMASEEGEETRKRAEELGGETRRSTAEGGVCRVELDSFVAHITRN

>GWHPAAAL024578
MEAFGFSGRDHSSRHDVVVVMVPFPAQGHLNQLLNLSRLLTSHGIPVYFAGTATHNRQARLRAHGWDPLT
TPNMHFHDFPTPSFQSPPPNPNDASTSFPTHLLPSFNASLDLRQPFADLLRDFSPEARRVVVIHDSLMGS
VVQDVGSTPNAESYTFHSVSAFTIFWYLWEAKGRPFPVEGETLKDIPPTDGCFASEFPEF IQNQHAYMKE
NSGDLYNTSKVIEETYIDYLCKEPTKGNKKQWPIGPFNPVEPVETKKPNGRHFCLNWLDKQAINSVIEFVS
FGTSTSLKDDQIEELANGLDQSEHRFVWVVRDADRGDVFDGMPRRVELPVGFEERVREKGIVVRDWAPQP
ETLRHPSTGGFMSHCGWNSCMESITMGVP TAAWPMHSDQPRNAVLIAKLLKIGIIVKDWGRRGERVVAET
VEKAVKSEEGDKIRHGGGLSDAVRESVAEGGSTRLELDSFVAHITRS

>GWHPAAAL025080
MEDATVLYPSPGIGHLISMVELGKLILNHHRSFSINILITTPPYNTGRTAPYIDRVSAANPSTHFHHLPS
VPLSVSTTSLNHETLAFQLLLLNNPHVHQALTSISQTSTPCAFIIDFFCASALSVAKDLNIPTYFFYTSG
AGALASFLYLPTIHRSTAGNLKDLKTSLHITPGLPPFRASDMMKPVLDRSDKAYEFFLDVSLNFPKASGIT
INTFEYLEPRSIKATSSGLCVSNSDGPPPPTYCIGPLIAAGDRSDGKTLNRHECLRWLDSQPSKSVVFLC
FGSLGLFPMDQLRETATGLERSGCRFLWVVRSPPPPPENQTERFLAPADPDLGALLPDGFMDRTEGRGFV
VKSWAPQVEVLSHDSVGGFVTHCGWNSVLEAVCAGVPMVAWPLYAEQKFNRVVLVEEMKLALPMEESEDG
FVCAGEVEKRVTELMDSVDGRLVRKHVLAARDAAKAATGDGGSSRLDLGQLIELWTQN
>GWHPAAAL025081
MEDATVLYPSPATGHLISMVELGKLILNHQPTFSITILTATPPYNAGNTAPYINQVSATTPSIHFHHLPS
VPLSLSTASRNHETLAFQLLLLNNPHVHQALTSISQTSTPRAFIMDFFCTPALSVARDLNIPAYFFYTSG
AGGLASFLYFPTIHRSTAGNLKDLKTFLHIPGLPPFRATDMPKPVLDRADKAYEFFLDVSLNFPKASGIT
VNTFEYLEPRSTKAISDGLCVSDSDGPTPPTYCIGPLIASGDRSDGEIVNKHECLRWLDLQPSKSVVFLC



FGSLGLFSLEQLRETAVGLERSGCRFLWVVRSPPLPLENQTERFLAPADPDLGALLPDGFMDRTEGRGLY
VKSWAPQMEVLNHDSVGGFVTHCGWNSVLEAMCAGVPMVAWPLYAEQRFNRVVLVEELKLALPMEESEDG
FVCASEVEKRVTELMDSVEGRSVRTHVLAARDAAKAATGDGGSSRLNLGRLVDSWTRN
>GWHPAAAL025228
MSVHVLIFPYPAQGHLLPLLDLTHQLALHGLTITILVTPKNRPTLDPLLSTHPSIGTLVLPFPHHPAIPS
GVENVKDLGNSGNVLVINALSKLRDPITQWFKAHPNPPVATVSDFFLGWTNDLAGQLGIPRVAFYSSGAF
LTSILFHFYRELRSAAPVLTAVKFTDLPRSPSFTEAHLPTIVRHYRESNPEWELLKEGVIANSWSWGSIL
NTFDDLEGEFLEYLKKKMGHNRVYGVGPLNLGRVNTDPDADPSNTVLGWLDGCPDGSVIYVCFGSQKFLK
KAQIEALALGLERSKARFIWVVKPITAQQEADGYGSILDGFEERVSGRGMV IKGWAPQVKILSHRVVYGE
LSHCGWNSVLEATAAGVMILGWPMEADQFVNARLLVDYMGAATRVCEGADSVPDSDELART TAESVDGNK
QEKGRARELRDKAWEAVGPCGSSTKDLVGFVKDLAQLDENGY

>GWHPAAALO025545
MIPTLDMAKLFSSRGVKTTIITTPLNAPVFSKSIQRSNQLGLEISLKIFDFPAVAAGLPEGCESADQITS
EDMIPKFFVATALLREPLEQLLSDHRPDCLVADMFFPWTTESAAKFGIPRLLFHGISFFALCAGESLRTH
KPFRQVTSDSEPFVLPELPHEIKLTRTEVAPFDLYDTQTAISGVLKQVRESEKTCYGITANTFYALEPDY
ADHYRNAMGRTAWHVGPLSLCNRGIEDKAERGKKASIDGHECLQWLDSKKPKSVLYVCFGSMAKFADSQL
YETAAGLESSGQQFIWVVRKSKDEEEQKEETWLPHGFEERTQGKGLIVRGWAPQMLILDHEATIGGFVTHC
GWNSTLEGVCAGLPMVTWPAFAEQFYNEKLVTDVLKIGVSVGVKEWKAGPREGVKREATEKAVRSVMEGE
EAEEMRRRAAALKEAAMEAVEEGGSSYSDLTSLIEELSSRQKINGK

>GWHPAAALO025754
MENQKKGNGGAHILATPFPAPGHMNPLIQFCKRLVFKGGVKATVAITRYQAKSIQTRLDTIQIDTISDGY
DEGGFYVIDSIEDSIEKFKVAGSQTLAELTEKYEKLGNPIDCIIYDAFLPWVLDVAKKFGKIVAAFFTQP
CAVNCINYHVYHKLLPYPFSSPPISVSGLPPLNLEDMPGFIYVDPGHYVLVQSQFSKADEADYRFVNTFY
DLEAEAVDAMKKTHSLRTIGPTVPSFYLDKRVPNDSNYGLHSSNL IMQQKKSTSTPDADPLACLDWLSTK
PPRSVVYVSFGSVAVASPVSEEMKETAWGLRNSNCFFLWVVKGNEEPNLPENFKEETADKGMI TPWSPQL
EVLAHEATGCFITHCGWNSTIESLCLGVPMVAMPKWADQTTNAKY IEDVWKAGVRAKVGENGVASREEIE
RCIRAVLEGESGKYYKSNAMKWKDLATHAVSEGGTSDKNTAEFLSELKAR

>GWHPAAAL025999
MEKTTHVAILPTPGMGHLIPLVEFAKRLIDGYNFSFTLILPTDGPLSKAHKEFVDSLPAGIDHVLLPPVS
HDDMTVENRIALTISRSLPAFRDAFKTLVDEKKVAALVIDLFGTDGFDVATEFGVSPFIFFPSTAMALSL
FLHLSKLDAETVGEYRDQPEPIRIPGCIPIQGKDMLDPVQDRKNDAYKWLLHHAGRYKLAEGIMVNSFRE
VEPGPITALLKKEPGKPPIYPVGPLIKMSSNADDAESECLKWLNGQPSGSVLEVSFGSGGTLSSVQLNEL
AMGLEMSEQRFIWVVRSPNDGTSAATYFNVNSQTDPYSFLPEGFVGRTRGRGLLVPSWAPQAATLSHGST
GGFLTHCGWNSTLESVYNGVPLIAWPLYAEQRMNAVMLTEDLKVALRPKTGENGIVGRLETANVVKGLME
GEEGKGIRSRMRDLKDAAAKATGEDGASTKALSEVACIWKNKINYCEN

>GWHPAAALO026143
MDHHHFLLISLPGQSHLNPTIQLGKVLARAGVTVTFATTVYGLNQLKTKSTTVDGIAYTSFSDGHDEDGH
KARSNFAGYMDDLKRVGSQNLIKLLENLAGEGRPVTFIVYTVLLPWVAQVAREMHLPSAFFATQCAAALA
VYHRFENSSDGLHGGENEINDSTSVELPGLPQLSSGEIPSFLLPADPQHSSINQPCREHILTLEEDPNPT
VLINTFDALEEDSTRAVRNMKITAVGPLVPSAFSDGIDASDKSFGCDLFRNSGDQYLPWLDSKSDSSVIY
VSFGSLVVLEKPQKEEILNGLIDTGRPFLWVIRDTAGEEEETAVPENGLVVPWCTQVEVLAHSSIGCFVT
HCGWNSTMESLVAGVPVVAMPQFSDQLTNAKLVEEVWGNGVRAGKSEEKGVVEREE TRRCVEVVVGGGER
GEETRGSARKWRGLAMAAVREGGSSSKNLREFLDSLG

>GWHPAAALO026144



MDRRRHRHFLLISLPAQSHLNPTIQLGKVLARAGVTVTFATTVYGLNQLKTKSTTVDGIAYTSFSDGHDE
DGHKARSNFAGYMDDLKRVGSQNLIKLLENLAGEGRPVTFIVYTVLLPWVAQVAREMHLPSAFFAIQCAT
ALAVYHRFFNSSDGLLGGENEINESLSVELPGLPPLSSGETPSFLMPANQYHSSVSPSFREHILTLEEDP
NPTVLINTFDALEEDSIRAVRNMKI IAVGPLVPSAFSDGIDASDKSFGCDLFRNSDDHHLRWLDSKSESS
VIYVSFGSLATILGKPQKEEILNGLIDTGRPFLWVIRDTAGEEEETAVPENGLVVPWCTQVEVLAHSSTGC
FVTHCGWNSTMESLVAGVPVVAMPQFADQLTSAKLVEEVWGNGVRARKSEEKGVVEREEIRRCVEVVVGE
GVRGEDIRRNALKWRGLAMAAVREGGPSCKNLRDFLDSLG

>GWHPAAAL026243
MEKLTETRRYPKEVVLVPYQAQGHMSPMLQLGTLLHSLGFSTITVAHARINSPDPLTHPDFDFRPISEDLS
DRDTSFHGLLSLITTLNTGCKELLRECLVRLKEERGPVACVVYDSVMYFADEVVNQMKTPSMVLQTCNAA
YVLPCQLLPQLKAEGYLPSESEDPAGDHLVPKLYPLRFKDLPILKFNTPTLQLLTTLSDIRTSSAVIWNT
IDHLEHPSLCRLRQHYKVPIFPLGPLQKMAPSSSASFLKEDYDCLTWLEKQAPKSVIYVSFGSTAMVEPN
ELSEVAWGLANSGQPFLWVVRPGLVEGSERTEHLPEGFKETVGERGCIVKWAPQKEVLAHEAVGGFWSHC
GWNSSLESISEGVPMICRPCFGDQRVNARYLTHVWRVGLELENKLERGATESAVRRLMIGKEGKEIRRKY
LDMKQNIEEIVQKGGSSYNTLIELADFISDFHKTGQY

>GWHPAAALO026244
MENQKETRYPKEVVLVPFPVQGHTSPMLQLGTLLHSLGFSITVAHARINSPHPSTHPEFDFQPISEDLAD
RDTSFNGLFSVIMTLNTDCGEPLRECLVRLTEDRGPVACVVYDSLMYFADEVANQMKIPSMVLQTCNAAY
TLPCQLLPQLKAEGYLPSESEDPSWEDLVPKLHPLRFKDLPFPKFDTPTLQVLMTLCDVRTSSATIWNTT
DHLEHPFLCRLRQHYKVPIFPLGPLQKMAPSSSTSFLKEEYDCLTWLEKQAPKSVIYVSFGSTATVEPNE
LSEVAWGLVNSGLPFLLVVRPGLVNGSEWIEHLPESFKEFVGERGCIVKWAPQKEVLAHEAVGGFWSHCG
WNSSLESISEGVPMICRPCFGDQRVNARYLTHVWRVGLELEDKLERGATERVLRRLMTGKEGEETRRRAM
DMKQNIEEVVQKGGSSYNSLIELAGFISDFHTTKQCV



