Table S1. Full information about each of the Starch Synthesis-Related Genes (SSRGs) analyzed.

Locus name # of Transcripts RAP-DB/Ensembl ID Location Start End Size (pb) ID  E-value
AGPLI 1 0s05g0580000 Chr.5 28871811 28877272 5462
AGPL3 2 0s03g0735000 Chr.3 30099369 30104572 5204
AGPL4 1 050720243200 Chr. 7 7983125 7989283 6159
AGPS2a 4 050820345800 Chr.8 15666389 15672583 6248

ALK 1 050620229800 Chr. 6 6748398 6753302 4916
DPEI 1 0s07g0627000 Chr.7 25980423 25984853 4431
GBSSII 2 0s07g0412100 Chr.7 12916883 12924202 7320
184 1 050820520900 Chr.8 25893657 25900576 6920
PUL 1 Os04g0164900 Chr. 4 4408357 4418889 10533
SBE1 4 0s06g0726400 Chr.6 30897378 30905803 8426
SBE3 1 0s02g0528200 Chr.2 19355790 19367127 11338

SS1 1 Os06g0160700 Chr. 6 3079296 3086808 7513
SSI1 1 1 Os10t0437600 Chr. 10 15673243 15681075 7833
SSII 2 2 0s02g0744700 Chr.2 31233292 31238210 4929
SSIII 1 2 050420624600 Chr.4 31751600 31759420 7821
SS11I 2 1 0s08g0191433 Chr. 8 5353697 5363276 9580
SSIV 1 4 0s01g0720600 Chr. 1 30032428 30041425 8998
SSIV 2 2 050520533600 Chr.5 26485770 26493983 8214

Wx 2 Os06g0133000 Chr. 6 1765622 1770653 5032

AGPLI 1 ORUFI105G29020 Chr.5 25558424 25561810 3387  100.0 0.0

AGPL3 1 ORUFI103G34620 Chr.3 28543622 28547924 4303 99.8 0.0
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