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Figure S1. Identification of transgenic J. curcas plants by PCR. The amplified fragments
contained partial sequences of the 355 promoter and JcDGATs cDNA. Lanes: M, Trans 2 kb
DNA ladder; -, blank control without DNA template; C, negative control (control plants); P,
positive control (plasmids); numbers, regenerated transgenic lines.
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Figure S2. TLC separation of neutral lipids in leaf tissues from control and transgenic J.curcas

lines. Leaves were sampled during the period of fruiting. STD represents the TLC reference
standard. TAG represents triacylglycerol and FFA represents free fatty acid.

Table S1. List of primers used in this study.

Name Forward Reverse
JeActinl 5-CTCCTCTCAACCCCAAAGCCAA-3 5-CACCAGAATCCAGCACGATACCA-¥
JeDGATI 5-ATTCTCTCTTGCCGCCTATC-3 5-CAGAACAGCAGACCCACAAC-¥
JeDGAT2 5-CTGGTGGAGTTCAAGAGACATT-3" 5-ACTTGCCATCAGGTTTCCAC-3’
355:]cDGAT1 5-TCCACTGACGTAAGGGAT-3’ 5-CAGAACAGCAGACCCACAAC-Y
355:]cDGAT2 5-TCCACTGACGTAAGGGAT-3’ 5-ACTTGCCATCAGGTTTCCAC-3’
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