Figure S1: Fresh collected

Agastache Mexicana aerial

parts original photographs
taken by authors.




Det. Units: Intensity SampleName: HAEAm-MetOH Channel Descrij lic:ra QDa Positive Scan MS TIC (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=15) Channel: MS TIC
2 3x107d ! Sy Sy N B~ ™
. , : I o 1 Q 1
S 2x10"4 oo (1] N D
2 110 ML Py N
= pAI s g - o sty s L Py o SRS
0 oL ops St < 6y
Det. Units: Intensity SampleName: HAEAm-MetOH Channel [} ion: QDa Positive Scan M$ 285.24 m/z Peak Segarﬁ!ion: 1.0000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=15) Channel: 285.2Da
2 8x105
@ 6x10%]
% 4x10684
z 2x1084
= 0 - A
Det. Units: Intensity SampleName: HAEAm-MetOH Channel Description: QDa Positive Scan MS 287.24 m/z Peak Separation: 1.0000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=15) Channel: 287.2Da
2 400000
(2]
S 200000
ic
= o M A T thad ) Wi iy Aklc s A o
Det. Units: Intensity SampleName: HAEAm-MetOH Channel [} i QDa Pogitive Scan M$ 447.40 m/z Peak Sepanation: 10000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=15) Channel: 447.4Da
> 1.0x107]
=
2 5
5.0x10°
¥]
[ =
— 00
40000. OADet. Units: Intensity SampleName: HAEAm-MetOH Channel Description: QDa Positive Scan M$ 457.70 m/z Peak Separation: 10000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=15) Channel: 457.7Da
2 300000 ‘
(2]
2 MMM MMM M} W M» Um}« M
L= | ‘Ju AMM MML JJML[M LUJMLMM Ll
= | | |
= O,O,MWMMMf MMJ‘J JMW N il l WL f Al Mk b i m! I Lhi|
0.00 0.20 0.40 0.60 0.80 1.00 1.20 1.40 1.60 1.80 2.00 2.20 2.40 2.60 2.80 3.00 3.20 3.40 3.60 3.80 4.00 4.20 4.40 4.60 4.80 5.00 5.20 5.40 5.60 5.80 6.00 6.20 6.40 6.60 6.80 7.00 7.20 7.40 7.60 7.80 8.00 8.20 8.40 8.60 8.80 9.00 9.20 9.40 9.60 9.8010.00
Minutes
B 5.0x107
) 4.5x107
4.0x107
3.5x1071
3.0x107
2z
]
$ 25x107]
=
=
2.0x107
1.5x107
1.0x107
5.0x1084
0.0
0.00'0:200.40 0.60 0.80 1.00 1.20 140 1.60 1.80 2.00 2.20 2.40 2.60 2.80 3.00 3.20 3.40 3.60 3.80 4.00 4.20 4.40 4.60 4.80 5.00 5.20 5.40 5.60 5.80 6.00 6.20 6.40 6.60 6.80 7.00 7.20 7.40 7.60 7.80 8.00 8.20 8.40 8.60 8.80 9.00 9.20 9.40 9.60 9.8010.00

Minutes
—— Det. Units: Intensity SampleName: PPAm-KC1-ACN Channel Description: QDa Positive Scan MS TIC (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=2) Channel: MS TIC Column Name: HSST3 1.8
—— Det. Units: Intensity SampleName: PPAm-KC1-ACN Channel Description: QDa Positive Scan MS 285.26 m/z Peak Separation: 1.0000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=2) Channel: 285.3Da Column Name: HSS T3 1.8
—— Det. Units: Intensity SampleName: PPAm-KC1-ACN Channel Description: QDa Positive Scan MS 287.24 m/z Peak Separation: 1.0000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=2) Channel: 287.2Da Column Name: HSS T3 1.8
—— Det. Units: Intensity SampleName: PPAm-KC1-ACN Channel Description: QDa Positive Scan MS 447.40 m/z Peak Separation: 1.0000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=2) Channel: 447.4Da Column Name: HSS T3 1.8
—— Det. Units: Intensity SampleName: PPAm-KC1-ACN Channel Description: QDa Positive Scan MS 456.70 m/z Peak Separation: 1.0000 (QDa Positive(+) Scan (50.00-1250.00)Da, Centroid, CV=2) Channel: 456.7Da Column Name: HSS T3 1.8

Figure 52: Comparison of retention times and detected masses gradient elution, ionization mode ESI +, for HAEAm A) sample in methanol
B) Sample in acetonitrile, performed in column ACQUITY UPLC® HSS T3 130 A (1.8 pum, 2.1 x 100 mm).
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Figure S3: Comparison of retention
times and detected masses isocratic
elution, ionization mode ESI +, for
HAEAm A) sample in methanol B)
Sample in acetonitrile, performed in
column ACQUITY UPLC® HSS T3

130 A (1.8 um, 2.1 x 100 mm).
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Figure S4: Comparison of retention times and detected masses in isocratic and gradient elution, ionization mode for PPAm ESI- performed
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in column ACQUITY UPLC® HSS T3 130 A (1.8 pm, 2.1 x 100 mm).




Table S1: Comparison of retention times and detected masses in isocratic and gradient elution, ionization mode ESI +, performed in
column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm) for standards, and samples HAEAm and PPAm, ND= Not determined.

Mass channel Acacetin Luteolin Tilianin Oleanolic acid Ursolic acid
selection in Daltons 285.26 287.24 447.40 457.7 457.7

(Da) / SIR
ESI+

RETENTION TIME IN MINUTES
HAEAm in acetonitrile 3.49 3.438

HAEAm in methanol 3.432 3.374
PPAm in acetonitrile 3.470 3.35

PPAm in methanol 3.443 3.418

Standards in 3.373 3.36
acetronitrile

Standards in methanol
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Figure S5: Stack plot from positive mode scan for blank methanol A) total ion chromatogram, exploratory mass scan from 50-1250, Selected channels Da m/Z
[ESI+] B)Acacetin 285.26C) Luteolin 287.2 D) Tilianin 445.4 E) Oleanoic and Ursolic acid 455.7 [the X-axis represents time in minutes, and Y-axis represents signal
intensity]. Column ACQUITY UPLC® HBE C18 130 A column (1.7 pum, 2.1 x 50mm).
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Figure S6: Stack plot from negative mode scan for blank acetonitrile A) total ion chromatogram, exploratory mass scan from 50-1250 Da B)Channel for 283.26Da
mass C) Channel for 285.2 Da mass D) Channel for 445.4 Da mass E) Channel for 455.7 Da mass [the X-axis represents time in minutes, and Y-axis represents
signal intensity]. Column ACQUITY UPLC® HBE C18 130 A column (1.7 pum, 2.1 x 50mm).
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Table of the compound's names for SIR experiment

Mass channel selection/SIR

Compound name targeted

1 QDa Chl1 283.26 Da Acacetin
2 QDa Ch2 285.26 Da Luteolin
3 QDa Ch3 445.40 Da Tilianin

4 QDa Ch9 455.70 Da

Ursolic acid

Figure S7: Chromatographic experiments for acetonitrile. Column ACQUITY UPLC® HBE C18 130 A column (1.7 um, 2.1 x 50mm).
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Figure S8: SIR experiment 3 channels selected for ursolic acid standard negative mode (ESI-) 1) Acacetin 283.26 Da
2)Luteolin 28.24 Da 3) Tilianin 445.4 Da 4) Ursolic acid 455.41 Da [the X-axis represents time in minutes, and Y-axis
represents signal intensity]. Column ACQUITY UPLC® HBE C18 130 A column (1.7 pum, 2.1 x 50mm).
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Figure S9: Stack plot from Mass Scan in positive mode (ESI+) for blank acetonitrile A) Total ion chromatogram, exploratory mass scan from
90-800 Da Selected channels for B) Acacetin 285.26 Da m/z [M+1] C) Luteolin 287.2 Da m/z [M+1] D) Tilianin 447.4 Da m/z [M+1] E)
Oleanolic and ursolic acid 457.7 Da m/z [M+1]. The X-axis represents time in minutes, and Y-axis represents signal intensity;
chromatographic column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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SIR experiment, 4 channels selected for Acetonitrile, positive mode (ESI+)
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Table of the compound's names for SIR experiment

Mass channel selection/SIR
(ESI+) m/z Da

Compound name targeted

1 QDa Chl1 285.26 Acacetin
2 QDa Ch2 287.26 Luteolin
3 QDa Ch3 447.40 Tilianin

4 QDa Ch9 457.70

Ursolic acid /Oleanolic acid
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Figure 510: Chromatographic experiments for blank of acetonitrile in positive mode (ESI+) chromatographic column ACQUITY UPLC® HSS T3 130
A (1.8 pm, 2.1 x 100 mm).



Intensity Intensity Intensity Intensity

Intensity

Det. Units: Intensity SampleName: ACN Channel Description: QDa Negative Scan MS TIC (QDa Negative(-) Scan (80.00-1250.00)Da, Centroid, CV=15) Channel: MS TIC eCord Name: ACQUITY UPLC® HSS T3 1.8um

1.0x1084
8.0x1051
6.0x10%1

4.0x105-MWWL

2.0x10%]

Det. Units: Intensity SampleName: ACN Channel Description: QDa Negative Scan MS 283.26 m/z Peak Separation: 1.0000 (QDa Negative(-) Scan (80.00-1250.00)Da, Centroid, CV=15) Channel: 283.3Da eCord Name: ACQUITY UPLC® HSS T3 1.8um

100000

500004

04— A A PR ST SRR 1 i VU S 1 A

w d_4 A

Det. Units: Intensity SampleName: ACN Channel Description: QDa Negative Scan MS 285.24 m/z Peak Separation: 1.0000 (QDa Negative(-) Scan (80.00-1250.00)Da, Centroid, CV=15) Channel: 285.2Da eCord Name: ACQUITY UPLC® HSS T3 1.8um

20000.0

10000.0

A Ill a }I AL I JIH I III ||| M Illll\.'. 1 JI I} ’I

A il

||
L Illn'lll.M M J’u “I A ’Iﬂ. i ﬁi.lll Ty A A I JI i Ak lll.'.}l ||| ||| Ill MI }ll\ “ ”l I ' A |

0.0 Ih'

|

Det. Units: Intensity SampleName: ACN Channel Description: QDa Negative Scan MS 445.40 m/z Peak Separation: 1.0000 (QDa Negative(-) Scan (80.00-1250.00)Da, Centroid, CV=15) Channel: 445.4Da eCord Name: ACQUITY UPLC® HSS T3 1.8um

6000.0
4000.0
2000.0 A

L] | |

AMAAM L

MH AA ﬁ)\V{M 1 1N

0.0

Det. Units: Intensity SampleName: ACN Channel Description: QDa Negative Scan MS 455.70 m/z Peak Separation: 1.0000 (QDa Negative(-) Scan (80.00-1250.00)Da, Centroid, CV=15) Channel: 455.7Da eCord Name: ACQUITY UPLC® HSS T3 1.8um

10000.0
8000.04
6000.0
4000.0
2000.04

}| HAN’HM MA& Aa NLMHM L

AH L T

MMMA L |

0.0

Minutes

Figure S11: Stack plot from Mass Scan in negative mode (ESI-) for blank acetonitrile A) Total ion chromatogram, exploratory mass scan
from 80-1250 Da Selected channels for B) Acacetin 283.26 Da m/z [M-1] C) Luteolin 285.2 Da m/z [M-1] D) Tilianin 445.4 Da m/z [M-1] E)

Oleanolic and ursolic acid 455.7 Da m/z [M-1]. The X-axis

represents time in minutes, and Y-axis represents signal intensity;

chromatographic column ACQUITY UPLC® HSS T3 130 A@s pum, 2.1 x 100 mm).
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SIR experiment, 4 channels selected for Acetonitrile, negative mode (ESI-)
| Original Sample Set Id: pl ACN Run Time: 10.00 Det. Units: ity Channel Description: QDa ive(-) SIR Ch1 283.26 Da, CV=10 Table Of the Compound's names for SIR experiment
%15000:0 1
é 10000.0
= 0000 ‘ Mass channel selection/SIR | Compound name targeted
° Original Sample Setld: SampleName: ACN Run Time: 10.00 Det. Units: ity Channel D ipti QDa Negative(-) SIR Ch2 285.24 Da, CV=10 (ESI-) m/Z Da

260000 1 QDa Ch1 283.26 Da Acacetin

BMM ‘M Wm UM‘WMWW MV *WMW WMMM WMMMM MWWMW 2 QDa Ch2 285:26 Da Luteolin

0.00

|

Original Sample Set Id: p ACN Run Time: 10.00 Det. Units: ity Channel D ipti QDa Negative(-) SIR Ch3 445.40 Da, CV=10

:zz::: 3 QDa Ch3 445.40 Da Tilianin

20000 - QDa Ch9 455.70 Da Ursolic acid /Oleanolic acid

0.00

Intensity

Original Sample Setld: SampleName: ACN Run Time: 10.00 Det. Units: ity Channel D i ive(-) SIR Ch4 455.70 Da, CV=10

b WMMMM wmm ol

450 5.00 5.50 6.50 7.00 7.50 8.00 8.50 9.00 9.50 10.00
Minutes

Figure S12: Chromatographic experiments for blank of acetonitrile chromatographic column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S13: Stack plot from positive mode (ESI+) scan for blank acetonitrile A) total ion chromatogram, exploratory mass scan from 90-800
Da B)Channel for acacetin 285.26 Da mass C) Channel for luteolin 287.2 Da mass D) Channel for tilianin 447.4 Da mass E) Channel for
oleanolic and ursolic acid 457.7 Da mass [the X-axis represents time in minutes, and Y-axis represents signal intensity] chromatographic

column ACQUITY UPLC® HSS T3 130 A (1.8 pm, 2.1 x 100 mm).
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Figure S14: Chromatographic experiments for blank of methanol in column ACQUITY UPLC® HSS T3 130 A (1.8 pm, 2.1 x 100 mm).
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Figure S15: SIR experiment, 4 channels selected for blank acetonitrile negative mode (ESI-) 1) Acacetin 283.26 Da 2)Luteolin 28.24 Da 3)
Tilianin 445.4 Da 4) Ursolic acid / Oleanolic acid 455.41 Da [the X-axis represents time in minutes, and Y-axis represents signal intensity]
chromatographic column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S16: Stack plot from for blank methanol, negative mode scan ESI- A) total ion chromatogram,
exploratory mass scan from 50-1250 Da B)Channel for 283.26Da mass C) Channel for 285.2 Da mass D)
Channel for 445.4 Da mass E) Channel for 455.7 Da mass [the X-axis represents time in minutes, and Y-axis
represents signal intensity].



Intensity

Det. Units: Intensity SampleName: MetOH Channel Description: QDa Negative Scan MS TIC (QDa Negative(-) Scan (50.00-1250.00)Da, Centroid, CV=2) Run Time: 10.00 Channel: MS TIC

1.05x105
1.00x106.

TOTAL ION CHROMATOGRAM (TIC): Exploratory mass scan from 50-1,250 Da

9.50x10%
9.00x10%
8.50x10%
8.00x10°
7.50x10%
7.00x10%

6.50x10%

6.00x10%
5.50x10°
5.00x10°
4.50x10°
4.00x10°

3.50x10%
3.00x10%
2.50x10°
2.00x10°
1.50x10%4

0.0

0.50 1.00 1.50 2.00 2.50 3.00 3.50 4.00 4.50 5.50 6.00 6.50 7.00 7.50 8.00 8.50 9.00 9.50 10.00

5.00
Minutes

Intensity

Intensity

SIR experiment, 3 channels selected for methanol, negative mode (ESI-)
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Table of the compound's names for SIR experiment

Mass channel selection/SIR

Compound name targeted

1 QDa Chl 283.26 Da

Acacetin

2 QDa Ch2 285.26 Da

Luteolin NOT SELECTED

3 QDa Ch3 445.40 Da

Tilianin

4 QDa Ch9 455.70 Da

Ursolic acid

Figure S$17: Chromatographic experiments for blank of methanol in negative mode (ESI-) chromatographic column ACQUITY UPLC® HSS T3 130 A

(1.8 um, 2.1 x 100 mm).




CHROMATOGRAPHIC EXPERIMENTS IN ACQUITY

UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm) COLUMN
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Figure S18: Selected Ion Recording (SIR) experiment, channel selected for Acacetin mass at 285.26 Da m/z [M+1], in standard and samples,

positive mode (ESI+) [the X-axis represents time in minutes, and Y-axis represents signal intensity]. Gradient elution, column ACQUITY
UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S19: Selected Ion Recording (SIR) experiment, channel selected for Acacetin standard mass at 285.26 Da m/z [M+1], positive mode
(ESI+) [the X-axis represents time in minutes, and Y-axis represents signal intensity]. Gradient elution, column ACQUITY UPLC® HSS T3
130 A (1.8 um, 2.1 x 100 mm).
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Figure S20: Selected Ion Recording (SIR) experiment, channel selected for Tilianin mass at 447.40 Da m/z [M+1], positive mode (ESI+) for
Standard, HAEAm and PPAm [the X-axis represents time in minutes, and Y-axis represents signal intensity]. Gradient elution, column
ACQUITY UPLC® HSS T3 130 A (1.8 pum, 2.1 x 100 mm).
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Figure S21: Stack plot from Selected Ion Recording (SIR) experiment, channel selected for ursolic acid and oleanolic acid mass at 455.70
Da m/z [M-1], negative mode (ESI-) for Standard, HAEAm and PPAm [the X-axis represents time in minutes, and Y-axis represents signal
intensity]. Gradient elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure 522: B), C) Stack plot from Selected Ion Recording (SIR) experiment, channel selected for ursolic acid and oleanolic acid mass at
455.70 Da m/z [M-1], negative mode (ESI-) for Standard, HAEAm and PPAm, ggradient mode elution for B) and isocratic for A). [the X-axis
represents time in minutes, and Y-axis represents signal intensity]. Column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure 523: Selected Ion Recording (SIR) experiment, channel selected for Luteolin mass at 285.24 Da m/z [M-1], negative mode (ESI-) A)
blank methanol B)Luteolin commercial standard in methanol retention time 0.583 C) PPAm in methanol retention time 0.521[the X-axis
represents time in minutes, and Y-axis represents signal intensity]. Isocaratic elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1
x 100 mm).
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Figure 524 : Selected Ion Recording (SIR) experiment for PPAm in methanol, channel selected for acacetin mass targeted at 285.26 Da m/z
[M+1], positive mode (ESI+) mass detected in PPAm 285.2680 at 4.589 minuteds [the X-axis represents time in minutes, and Y-axis
represents signal intensity]. Gradient elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure 525: Stack plot for mass analysis for PPAm in methanol. A)SIR experiment, mass targeted 285.26, mass detected 285.2680 B) total ion
chromatogram, exploratory mass scan from 50-1250, Selected channels Da m/Z [ESI+] from PPAm showing the presence of acacetin in the
sample at 4.589 minutes C) Extracted ion chromatograms (XIC) at 4.589 minutes, the X-axis represents time in minutes, and Y-axis
represents signal intensity. Column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).



Det. Units: Intensity SampleName: PPAm-KC1-MetOH Channel Description: QDa Positive(+) SIR Ch3 447.40 Da, CV=15 Channel: QDa Ch3 447.40 Da eCord Name: ACQUITY UPLC® HSS T3 1.8pm
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Figure 526 : Selected Ion Recording (SIR) experiment for PPAm in methanol, channel selected for acacetin mass targeted at447.40 Da m/z
[M+1], positive mode (ESI+) mass detected in PPAm 447.1975 at 3.418 minutes [the X-axis represents time in minutes, and Y-axis represents
signal intensity]. Gradient elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S27: Stack plot for mass analysis for PPAm in methanol. A)SIR experiment, mass targeted 447.40 for tilianin identification, mass
detected 447.1975. B) total ion chromatogram, exploratory mass scan from 50-1250, Selected channels Da m/Z [ESI+] from PPAm showing
the presence of tilianin in the sample C) Extracted ion chromatograms (XIC) at 3.418 minutes in [the X-axis represents time in minutes, and

Y-axis represents signal intensity]. Column ACQUITY UPLC® HBE C18 130 A column (1.7 pm, 2.1 x 50mm).



Det. Units: Intensity SampleName: PPAm-MetOH Channel Description: QDa Positive(+) SIR Ch4 287.24 Da, CV=15, Smoothed by 5 point Savitzky-Golay Filter. Channel: QDa Ch4 287.24 Da eCord Name: ACQUITY UPLC® HSS T3 1.8um
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Figure S28 : Selected Ion Recording (SIR) experiment for PPAm in methanol, channel selected for luteolin mass identification targeted at
287.24 Da m/z [M+1], positive mode (ESI+) mass detected in PPAm 287.2421 at 3.443 minutes [the X-axis represents time in minutes, and Y-
axis represents signal intensity]. Gradient elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S29: Stack plot for mass analysis for PPAm in methanol. A)SIR experiment, mass targeted 287.24, mass detected 287.2421 B) total ion
chromatogram, exploratory mass scan from 50-1250, Selected channels Da m/Z [ESI+] from PPAm showing the prescence of luteolin in the
sample at 3.443 minutes C) Extracted ion chromatograms (XIC) at 3.443 minutes, the X-axis represents time in minutes, and Y-axis
represents signal intensity. Column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S30 : Selected Ion Recording (SIR) experiment for HAEAm in methanol, channel selected for luteolin mass identification targeted at
287.24 Da m/z [M+1], positive mode (ESI+) mass detected in PPAm 285.2265 at 3.432 minutes [the X-axis represents time in minutes, and Y-
axis represents signal intensity]. Gradient elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S31: Stack plot for mass analysis for HAEAm in methanol. A)SIR experiment, mass targeted 287.24 for luteolin identification, mass
detected 285.2265 B) total ion chromatogram, exploratory mass scan from 50-1250, Selected channels Da m/Z [ESI+] from HAEAm showing the
presence of luteolin in the sample at 3.432 minutes C) Extracted ion chromatograms (XIC) at 3.443 minutes, the X-axis represents time in
minutes, and Y-axis represents signal intensity. Column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).



2 8x107 Det. Units: Intensity SampleName: HAEAm-MetOH Channel Description: QDa Positive(+) SIR Ch3 285.26 Da, CV=15 Channel: QDa Ch3 285.26 Da eCord Name: ACQUITY UPLC® HSS T3 1.8pym
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Figure S32 : Selected Ion Recording (SIR) experiment for HAEAm in methanol, channel selected for acacetin mass targeted at 285.26 Da
m/z [M+1], positive mode (ESI+) mass detected in HAEAm 285.2525 [the X-axis represents time in minutes, and Y-axis represents signal
intensity]. Gradient elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S33: Stack plot for mass analysis for HAEAm in methanol. A)SIR experiment for acacetin detection, mass targeted 285.26, mass
detected 285.2525 B) total ion chromatogram, exploratory mass scan from 50-1250, Selected channels Da m/Z [ESI+/ESI-] from HAEAm
showing the presence of acacetin in the sample at 4.564 minutes C) Extracted ion chromatograms (XIC) at 4.564 minutes, the X-axis
represents time in minutes, and Y-axis represents signal intensity. Column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).



Det. Units: Intensity SampleName: HAEAm-MetOH Channel Description: QDa Positive(+) SIR Ch8 447.40 Da, CV=15 Channel: QDa Ch8 447.40 Da eCord Name: ACQUITY UPLC® HSS T3 1.8pm
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Figure S34: Selected Ion Recording (SIR) experiment for HAEAm in methanol, channel selected for tilianin mass targeted at 447.40 Da m/z
[M+1], positive mode (ESI+) mass detected in HAEAm 447.4537 at 3.374 minutes [the X-axis represents time in minutes, and Y-axis
represents signal intensity]. Gradient elution, column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).
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Figure S35: Stack plot for mass analysis for PPAm in methanol. A)SIR experiment, mass targeted 447.40, mass detected 447.1975. B) total

ion chromatogram, exploratory mass scan from 50-1250, Selected channels Da m/Z [ESI+] from PPAm showing the presence of tilianin in the

extract at 3.374 minutes C) Extracted ion chromatograms (XIC) at 3.374 minutes in [the X-axis represents time in minutes, and Y-axis
represents signal intensity]. Column ACQUITY UPLC® HSS T3 130 A (1.8 um, 2.1 x 100 mm).




CHROMATOGRAPHIC EXPERIMENTS IN ACQUITY ACQUITY

UPLC® HBE C18 130 A column (1.7 um, 2.1 x 50mm).
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Figure S36: TIC and SIR experiment, negative mode (ESI-) 1) Acacetin 283.26 Da 2)Luteolin 28.24 Da 3) Tilianin 445.4 Da 4) Ursolic acid 455.41 Da
[the X-axis represents time in minutes, and Y-axis represents signal intensity]. Column ACQUITY UPLC® HBE C18 130 A column (1.7 pm, 2.1 x
50mm).
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Figure S37: total ion chromatogram, exploratory mass scan from 200-600 Da [ESI+], the X-axis represents time in minutes, and Y-axis represents
signal intensity].Gradient elution, column ACQUITY UPLC® HBE C18 130 A column (1.7 um, 2.1 x 50mm).
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Det. Units: Intensity SampleName: HEAm-KC1 MetOH Channel Description: QDa Positive Scan MS TIC (QDa Positive(+) Scan (200.00-600.00)Da, Centroid, CV=5) Channel: MS TIC eCord Name: ACQUITY UPLC® BEH C18 1.7pm
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Figure §38: Stack plot from Mass Scan in positive mode (ESI+) for HAEAmA) Total ion chromatogram, exploratory mass scan from 90-800
Da Selected channels for B) Acacetin 285.26 Da m/z [M+1] C) Luteolin 287.2 Da m/z [M+1] D) Tilianin 447.4 Da m/z [M+1] E) Oleanolic and
ursolic acid 457.7 Da m/z [M+1]. The X-axis represents time in minutes, and Y-axis represents signal intensity; chromatographic column

ACQUITY UPLC® HSS T3 130 A (1.8 pm, 2.1 x 100 mm).
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