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Figure S1. MALDI-TOF/MS spectrum and amino acid sequences of protein bands from TIG-R
derived EVs. Mass spectral data (top) and full amino acids to matched proteins (bottom) of (a) TIG-R
18, (b) TIG-R23, (c) TIG-R25, (d) TIG-R30, and (e) TIG-R37 are shown. Band IDs are adapted from Figure
1. All analysis of peptide fragments were as described in Materials and Methods. Bold underlined

sequences below the mass spectrum indicate matched amino acids to the proteins adapted from
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Figure S2. Confirmation of TIG-R EV-mediated resistance to other antibiotics. (a) Information on
antibiotics and the working concentration. Sensititre™ Extended Spectrum Beta-lactamase Plate (Cat.
No. ESB1F, Thermo Fisher Scientificc Waltham, MA, USA) with final concentration of individual
antibiotics shown. TAZ, Ceftazidime; FAZ, Cefazolin; FEP, Cefepime; FOX, Cefoxitin; CEP,
Cephalothin; POD, Cefpodoxime; FOT, Cefotaxime; AXO, Ceftriaxone; IMI, Imipenem; MERO,
Meropenem; GEN, Gentamicin; AMP, Ampicillin; CIP, Ciprofloxacin; P/T4, Piperacillin/tazobactam
constant 4; T/C, Ceftazidime/clavulanic acid; F/C, Cefotaxime/clavulanic acid; NEG and POS indicate
the negative and positive control, respectively. (b, c) Effect of TIG-R EVs on the resistance to antibiotics.
TIG-S cells were cultured in a Sensititre™ Extended Spectrum Beta-lactamase Plate with (b) or without
(c) TIG-R EVs (5 pug-mL™). Red circle of the plate indicated resistance for each antibiotic. One
representative from n=3 was shown. The 96-well plates were imaged with digital camera (Samsung
NX200, Suwon, Korea).



Table S1. Identification of proteins enriched or solely presented in TIG-R EVs

Band ID Accession No. Pro‘tem size Cove.rage fo Function
(amino acids)  proteins (%)
TIG-R37 Q6RYWS 356 26 Outer membrane protein
Sulfate ABC transporter
TIG-R30 DOCBP2 335 42 periplasmic substrate-
binding protein
Carbapenem-associated
TIG-R25 DOCBN6 249 37
resistance protein
TIG-R23 DOCF50 255 54 General bacterial porin
TIG-R18 AO0A6F8TDQ5 178 42 Spore Coat Protein U domain protein

Band ID indicates the protein bands shown in Figure 1. Based on the Mass spectral data from Figure
S1 and searches of MASCOT database and UniProt database ([26]; www.uniprot.com; accessed on Fe
bruary 13, 2023), proteins were identified as encoded from Acinetobacter baumannii. Coverage (%) was
determined as the percentile of peptides overlapping to full-size proteins.
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