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Figure S1. Special aluminum plate: (a) top view; (b) side view. 

 
Figure S2. The three original Raman spectra of different parts of dried blood serum sample#17. 



 

 
Figure S3. The average Raman spectrum of dried blood serum sample#17: gray line - spectrum #1; 
red line - spectrum #2; blue line - spectrum #3, magenta line - average spectrum from spectra 1-3. 
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Figure S4. PCA explained variance in dependence on the number of principal components groups 
for 1st (a), 2nd (b), and 3rd (c) weeks of the experiment. 
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Figure S5. ROC-AUC analysis for SVM, 1st week no PCA (a) and with PCA (b). 
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Figure S6. ROC-AUC analysis for RF, 1st week no PCA (a) and with PCA (b). 
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Figure S7. ROC-AUC analysis for XGBoost, 1st week no PCA (a) and with PCA (b). 
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Figure S8. ROC-AUC analysis for SVM, 2nd week no PCA (a) and with PCA (b). 
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Figure S9. ROC-AUC analysis for RF, 2nd week no PCA (a) and with PCA (b). 
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Figure S10. ROC-AUC analysis for XGBoost, 2nd week no PCA (a) and with PCA (b). 
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Figure S11. Informative feature selection for the first week of experiment for SVM (a), RF (b), and 
XGBoost (c) methods. 
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Figure S12. Informative feature selection for the second week of experiment for SVM (a), RF (b), and 
XGBoost (c) methods. 


