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Figure S1. (A) DLS analyses of hPECs after dialysis and resuspension in PBS, pH 7.4. Hydrodynamic diameter
and polydispersion indexes are reported. (B) (-potential analyses of the assembled hPECs. (C,D) Size
distribution analyses with Gaussian fits of PEI hPECs and PRM-hPECs, respectively, obtained by measuring
of at least 100 particles from each AFM image (reported in Figure 1C,D).
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Figure S2: DNA release from hPECs under different stimuli for a time window of 48 hours. A) DNA-loaded
PRM hPECs incubated at pH 4.5 and 7.4. B) DNA-loaded PEI hPECs incubated at pH 4.5 and pH 7.4. C) DNA-
loaded PRM hPECs incubated with proteinase K. D) DNA-loaded PEI hPECs incubated heparin. DNA refers
to EGFP plasmid. Representative measurements of three distinct sets of data * indicates P-values of <0.05 for
t-Student test.
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Figure S3. In panel A, SDS-PAGE of protein corona obtained from EGFP loaded PRM-hPECs (lanes 1,2,3) and EGFP loaded
PEI-hPECs (lanes 5,6,7) after incubation with RPMI at 37 °C for 1 hour (lanes 1,5), 6 hours (lanes 2,6) and 24 hours (lanes
3,7). Lanes 4: only RPMI medium. Lane M: protein marker. In panel B, SDS-PAGE of protein corona obtained from empty
PRM-hPECs (lanes 1,2,3) and PEI-hPECs (lanes 6,7,8) after incubation with RPMI at 37 °C for 1 hour (lanes 1,6), 6 hours
(lanes 2,7) and 24 hours (lanes 3,8). Lanes 4 and 5: only RPMI medium. Representative images of three independent
experiments.
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Figure S4. Dot plots of cytofluorimetry analysis of CTR (A), and uptake by THP-1 cells of FITC-PRM-hPEC
(B) and FITC-PEI-hPECs (C).
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Figure S5. Polarization status of the cells (M0O- M1 - M2) was assessed by morphological analyses under the
microscope after treatment with different cytokines. Scale bars: 75 um
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Figure S6. Cytofluorimetric analysis of production of ROS on polarized THP-1 cells (M0, M1, M2) after 24
hours of incubation with different hPECs formulations compared with untreated control cells (CTR).
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Figure S7. Cytofluorimetric analysis of NO production on polarized THP-1 cells (M0, M1, M2) after 24 hours
of incubation with different hPECs formulations compared with untreated control cells (CTR).
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Figure S8. Cytofluorimetric analysis of SOD activation inhibition on polarized THP-1 cells (M0, M1, M2) after
24 hours of incubation with different hPECs formulations compared with untreated control cells (CTR).
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Figure S9. Cytofluorimetry analysis of NF-kB expression in unpolarized THP-1 cells and polarized M0, M1,

M2 THP-1 cells treated for 48 hours with PRM-hPECs and PEI-hPECs.
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Figure S10. Hemolytic assay carried out after 1 hour of incubation at 37°C with DNA-Lipofectamine 3000,
empty PEI or PRM hPECs and DNA-PEI, or-PRM hPECs. DNA refers to EGFP plasmid. Representative

measurements of three distinct sets of data * Indicates P-values of <0.05 for t-Student test.



