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Figure S1. Development procedure of retinal decellularized extracellular matrix (RAECM).
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Figure S2. Storage and loss modulus of retinal decellularized extracellular matrix (RAECM) bioink
and collagen. The error bars represent the standard deviation.

Pharmaceutics 2021, 13, 934. http://doi.org/10.3390/pharmaceutics13070934 www.mdpi.com/journal/pharmaceutics



Pharmaceutics 2021, 13, 934 2 of 21

a) b)
2000 2000
—~ 5kPa -~ 5kPa
T -~ 10 kPa T -~ 10kPa
51 12007 B 3 19007 — 15kPa
£ g, £
3 1000 3 1000
3 \ i - S \»:,\\
5 e 5 Ty —
& 500 T & 500 —————
"0 200 400 600 800 1000 1200 "0 200 400 600 800 1000 1200
Feed rate Feed rate

Figure S3. Strut width of printed retinal decellularized extracellular matrix (RAECM) bioink using
(a) 25-gauge nozzle and (b) 27-gauge nozzle. The error bars represent the standard deviation.
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Figure S4. Proliferation of mesenchymal stem cell in various compositions of RAECM bioink. C1:
1% Collagen. C1/R1: 1% collagen/ 1% RAECM. C1/R2: 1% collagen/ 2% RAECM. C1/R3: 1% collagen/
3% RAECM.

Table S1. List of antibodies.

Name Manufacture Host Cat #
Blue opsin Millipore Rabbit AB5407
Red-Green opsin Millipore Rabbit AB5405
Rhodopsin Abcam Mouse ab5417
GFAP Abcam Mouse ab4648

GS Abcam Rabbit ab176562
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Table S2. Mass spectrometric of RAECM using Sus scrofa UniProt database search.
#

Chec . . Cover- # Pep- #Unique # MW Score Sequest HT:  # Peptides (by Search En-  # Protein

Master A Descript PSM Ic. pl
ked aster Accession escription age [%] tides Peptides AAs [kDa] cale.p Sequest HT gine): Sequest HT Groups

TRUE I';’r'gi:; AOA;‘ZOM Tubulin beta chain 0S=Sus scrofa OX=9823 PE=3 SV=1 73 25 93 2 445 499 4.89 320.88 25 1

TRUE F'Y:Zi:i: P02543 Vimentin 0S=Sus scrofa 0X=9823 GN=VIM PE=1 SV=2 65 34 99 30 466 53.6 5.12 318.74 34 1

TRUE I';’r'gi:; P62802 Histone H4 0S=Sus scrofa OX=9823 PE=1 SV=2 57 10 99 10 103 114 11.36 316.95 10 1

TRug Master ADA480V Tubulin beta chain 0S=Sus scrofa OX=9823 PE=3 SV=1 72 24 91 0 445 498  4.89 309.82 24 1
Protein HK4

TRUE l';’r'zi:r: Q71LE2 Histone H3.3 0S=Sus scrofa OX=9823 GN=H3-3A PE=2 SV=3 60 7 74 2 136 153 11.27 307.17 7 1

TRUE mzi:r: A0§§§7A Tubulin beta chain 0S=Sus scrofa OX=9823 GN=LOC100624785 PE=1 SV=2 69 24 88 1 465 52 505 301.27 24 1

TRUE mzi:r: F27582 Tubulin beta chain 0S=Sus scrofa 0X=9823 GN=TUBB PE=1 SV=2 70 23 87 3 459 512  7.28 285.47 23 1

TRUE mzi:; AO":E?B Histone H2A 0S=Sus scrofa OX=9823 GN=H2AW PE=3 Sv=1 64 8 68 2 130 14.1 11.05 278.66 8 1

TRUE mzi:r: Aoczzlgou Tubulin beta chain 0S=Sus scrofa OX=9823 PE=3 SV=1 70 2 8 2 444 496 4.88 278.52 22 1

TRUE mzit;r: AOAngPJ Histone H2A 0S=Sus scrofa OX=9823 PE=3 SV=1 70 10 54 5 143 151 10.74 251.97 10 1

TRy Master ADASG2Q Histone H2B 0S=Sus scrofa OX=9823 GN=H1-3 PE=1 SV=1 4 19 81 4 322 335 10.74 245.57 19 1
Protein ML3

TRUE I';’r'zi:r: F275L5 Histone H2A 0S=Sus scrofa OX=9823 GN=H2AC20 PE=1 SV=1 64 8 59 2 129 14 109 236.21 8 1
Mast

TRUE Prgi;r: F1RIU4 Neurofilament light polypeptide OS=Sus scrofa OX=9823 GN=NEFL PE=1 SV=1 49 30 68 27 552 624 461 216.45 30 1

TRUE mzi:; Aoﬁt);lw Tubulin alpha chain 0S=Sus scrofa OX=9823 GN=TUBA1A PE=3 SV=1 60 16 60 1 416 463 5.08 2073 16 1

TRUE Mast(.er AOAOBS8R Spectrin, alpha, non-erythrocytic 1 0S=Sus scrofa domesticus OX=9825 GN=SPTAN1 PE=3 26 49 67 49 2452 2819 53 204.87 49 1
Protein 236 Sv=1

TRUE mzi:; AOAE?O'Z Tubulin alpha chain 0S=Sus scrofa OX=9823 PE=3 SV=1 49 15 56 0 448 499 5.06 196.06 15 1

TRUE F'\,/r'Zit;r: Aoegsov 160 kDa neurofilament protein OS=Sus scrofa OX=9823 PE=3 SV=1 21 19 57 4 886 99.1 4.87 18221 19 1

TRug Master AOA48ON Tubulin alpha chain 0S=Sus scrofa 0X=9823 PE=3 SV=1 45 13 50 1 449 501 5.1 181.98 13 1
Protein AYO0

TRUE QﬂrZi:r: AO§[2)37B Core histone macro-H2A 0S=Sus scrofa OX=9823 GN=MACROH2A1 PE=1 SV=2 57 14 44 12 369 392 9.83 180.13 14 1
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Master A0A480IV

TRUE Protein 39 Tubulin alpha chain OS=Sus scrofa OX=9823 PE=3 SV=1 47 14 50 1 448 499 5.06 178.85 14 1

TRUE Mast{er PO8S52 Neurofilament medium polypeptide (Fragment) OS=Sus scrofa OX=9823 GN=NEFM PE=1 38 16 54 1 455 52 594 173.46 16 1
Protein Sv=2

TRUE Qﬂrzi:; F1RVAOQ Histone H3 0S=Sus scrofa OX=9823 GN=HIST1H3E PE=2 SV=2 52 6 40 1 136 154 11.12 165.16 6 1

TRUE F'\,’r'zi:r: AOA;fm Histone H2B 0S=Sus scrofa OX=9823 GN=H2BC21 PE=3 SV=1 6 10 53 2 126 13.9 10.32 164.3 10 1

TRug Master ADA286Z) Histone H3 0S=Sus scrofa OX=9823 PE=3 SV=1 52 6 39 1 136 154 11.27 162.29 6 1
Protein Qo0

TRUE F'\,’r'zi:r: F1RRO2 Glial fibrillary acidic protein 0S=Sus scrofa OX=9823 GN=GFAP PE=1 SV=3 56 26 52 25 468 53.6 585 162.08 26 1

TRUE mzi:; Q60AQ1L Actin, cytoplasmic 1 0S=5Sus scrofa 0X=9823 GN=ACTB PE=1 SV=2 62 15 46 1 375 417 5.48 157.14 15 1

TRUE mzi:r: AOAE\?ZH Tubulin beta chain 0S=Sus scrofa OX=9823 PE=3 SV=1 41 17 47 4 455 502 8.44 144.93 17 1
Master AOA4X1W

TRUE Przie?r: 0 o5 Spectrin beta chain 0S=Sus scrofa 0X=9823 PE=3 SV=1 21 34 & 33 23612741 558 138.01 34 1

TRUE I';’r'zi:i: F15847 Alpha-internexin 0S=Sus scrofa OX=9823 GN=INA PE=1 SV=1 48 22 43 19 499 554 54 135.42 2 1
Mast

TRUE Przi;r: Q4TTS4 Histone H1.2-like protein 0S=Sus scrofa OX=9823 PE=3 SV=1 39 13 38 4 213 214 11 109.75 13 1

TRU Master AOA4XTV Tubulin beta chain 0S=Sus scrofa OX=9823 GN=TUBB6 PE=3 SV=1 29 11 32 0 444 494 548 103.99 11 1

Protein u50

TRUE ;\’/II'Zi:r: AO/;:?OU Myosin-10 isoform 2 0S=Sus scrofa 0X=9823 PE=3 SV=1 16 22 29 16 1976 228.7 5.55 100.57 22 1

TRUE l';/r'z:;er: Aoé;‘g” Vesicle-fusing ATPase 0S=Sus scrofa OX=9823 GN=NSF PE=3 SV=1 30 19 27 19 747 83  6.81 89.33 19 1

Master A0A480Q

TRUE . Myosin-9 OS=Sus scrofa OX=9823 PE=3 SV=1 14 20 27 14 1967 226.7 5.53 88.45 20 1
Protein L86
TRUE I';/r'zi;er: Q32D69 Prelamin-A/C 0S=Sus scrofa OX=9823 GN=LMNA PE=3 SV=1 27 14 25 14 664 742 7.8 83.82 14 1
TRUE Mastgr AOA286Z Heterogeneous nuclear ribonucleoprotein U OS=Sus scrofa OX=9823 GN=HNRNPU PE=1 19 14 28 14 825 906 5.86 83.08 14 1
Protein VLO Sv=1
M
TRUE Prgi:r: F1RFH3 Neurofilament heavy polypeptide OS=Sus scrofa OX=9823 GN=NEFH PE=1 SV=2 16 14 27 11 847 934 6.3 82.45 14 1
TRUE Mastgr AOA4X1V Peptidase S1 domain-containing protein OS=Sus scrofa 0X=9823 GN=LOC100302368 PE=4 2 4 2 4 246 259 7.8 75.85 4 1
Protein 2S2 Sv=1
TRUE I':\‘/Il'gi:r: F1RKMO Lamin-B1 isoform 1 OS=Sus scrofa 0X=9823 GN=LMNB1 PE=1 SV=2 42 16 24 16 586 66.4 5.14 73.29 16 1
TRUE 21!2?2?; AO/I;\§§7A Core histone macro-H2A 0S=Sus scrofa OX=9823 GN=MACROH2A2 PE=1 SV=1 48 11 18 9 372 40 9.69 69.77 11 1
TRUE Master AOA4X1U Histone H2A OS=Sus scrofa 0X=9823 GN=LOC100512448 PE=3 SV=1 43 4 19 2 128 13.5 10.58 66.19 4 1

Protein CH7
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Master
Protein
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F1SU06

AOA480E
WB1

K7GND3

P06348

AOA481C
YB2
AOA4X1V
8T4

AOA4X1U Heterogeneous nuclear ribonucleoproteins A2/B1 0S=Sus scrofa 0X=9823 GN=HNRNPA2B1

498
AOA4X1U
Y93
AOA4X1U
YH7

F1SP93

AOA5G2Q
E26
AOA4X1V
5U6
AOA5S6G)
G2
AOA287B
E52
AOA4X1T
V43

Q60AQ4

BOLXF7

AOA5K1U
8P1
AOA4X1V
S48

F1RY92

AOA480J9
N1
AOA4X1S
G58

Heterochromatin protein 1-binding protein 3 OS=Sus scrofa 0X=9823 GN=HP1BP3 PE=1

Sv=2

Histone H1.1 OS=Sus scrofa OX=9823 PE=3 SV=1
RNA helicase OS=Sus scrofa 0X=9823 GN=DHX9 PE=1 SV=2
Histone H1t OS=Sus scrofa OX=9823 GN=H1-6 PE=1 SV=1

Actin, alpha skeletal muscle OS=Sus scrofa 0X=9823 PE=3 SV=1

H15 domain-containing protein OS=Sus scrofa 0X=9823 GN=LOC100510904 PE=3 SV=1

PE=4 SV=1

Heterogeneous nuclear ribonucleoprotein K 0S=Sus scrofa 0X=9823 GN=HNRNPK PE=4

Sv=1
RRM domain-containing protein OS=Sus scrofa 0X=9823 GN=HNRNPC PE=3 SV=1

H(+)-transporting two-sector ATPase OS=Sus scrofa 0X=9823 GN=ATP6V1A PE=1 SV=2

Methyl-CpG-binding protein 2 0S=Sus scrofa 0X=9823 GN=MECP2 PE=1 SV=1
Calcium/calmodulin-dependent protein kinase OS=Sus scrofa OX=9823 PE=3 SV=1
Serine/arginine-rich splicing factor 1 OS=Sus scrofa OX=9823 GN=SRSF1 PE=1 SV=1

PWWP domain-containing protein OS=Sus scrofa OX=9823 GN=PSIP1 PE=1 SV=2
Creatine kinase OS=Sus scrofa OX=9823 GN=CKB PE=3 SV=1
Myosin regulatory light chain (Fragment) OS=Sus scrofa OX=9823 PE=2 SV=1
Aprotinin (Fragment) OS=Sus scrofa 0X=9823 PE=4 SV=1
Clathrin heavy chain OS=Sus scrofa 0X=9823 GN=CLTC PE=1 SV=1
RNA helicase 0S=Sus scrofa OX=9823 GN=DDX17 PE=3 SV=1
RRM domain-containing protein OS=Sus scrofa OX=9823 GN=SRSF3 PE=1 SV=2
Myosin-11 0S=Sus scrofa OX=9823 PE=3 SV=1

Calmodulin OS=Sus scrofa 0X=9823 GN=CALM2 PE=3 SV=1

29

29

14

20

31

24

41

33

25

24

15

21

42

17

21

46

26

19

34

64

15

13

10

10

22
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17

20
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19

16

14

14

12

12

13

10

10

11

10

13

10

15

13

10

10

553 61.1

218 22

1384 149.6

211 22

377 42

194 20.9

361 38.4

426 46.9

317 34.9

603 66.6

489 52.4

498 56.3

236 26.9

530 60.1

403 44.8

132 15

58 6.7

1681 192.6

672 75

164 193

1931 223.2

83 93

9.72

10.87

6.98

11.58

10.9

9.07

5.44

5.08

4.5

7.61

5.77

8.78

11.65

4.03

66.05

64.6

63.94

59.39

53.65

49.47

46.65

44.62

42.47

42.44

37.93

36.32

35.11

34.97

33.77

33.09

32.41

32.36

32.33

30.43

29.09

28.64

15

13

10

10
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TRUE I';’r'gi:; AO:§§7A Calmodulin 0S=Sus scrofa 0X=9823 GN=CALM3 PE=1 SV=1 35 4 7 148 167 4.22 28.64 4 1

TRug Master AOA4S0P ADP/ATP translocase 2 0S=Sus scrofa OX=9823 PE=3 SV=1 33 8 11 298 329 9.77 28.08 8 1
Protein NA9

TRug Master AOA4SOT Myosin-14 isoform 2 0S=Sus scrofa OX=9823 PE=3 SV=1 7 11 11 1974 22655 5.54 27.96 1 1
Protein AH1

TRUE 'r\’ﬂrzi:r: AOQ‘F‘;(H ADP/ATP translocase 3 0S=Sus scrofa OX=9823 GN=SLC25A6 PE=3 SV=1 29 7 1 297 328 9.92 27.4 7 1

TRUE Qﬂrzi:; AO/:;TB RNA-binding protein 14 isoform 1 0S=Sus scrofa OX=9823 GN=RBM14 PE=1 SV=1 14 5 8 669 69.5 9.67 27.05 5 1

TRUE 'r\’ﬂrzi:r: F27581 Histone domain-containing protein 0S=Sus scrofa OX=9823 PE=1 SV=3 33 5 10 85 94 10.73 26.85 5 1

Trup Master AOA287A Thy-1 antigen OS=Sus scrofa 0X=9823 GN=THY1 PE=1 SV=1 29 4 8 154 172 8.94 26.51 4 1
Protein NZ8

TRug Master ADA287B Desmin OS=Sus scrofa OX=9823 GN=DES PE=1 SV=1 7 4 9 471 541 521 255 4 1
Protein SRO

TRUg Master ADA287A Agrin 0S=Sus scrofa OX=9823 GN=AGRN PE=1 SV=2 5 8 10 2069 218.7  6.27 25.25 8 1
Protein N50

TRUE l';’r'zi:r: AOA::()'X V-type proton ATPase subunit a 0S=Sus scrofa OX=9823 PE=3 SV=1 13 9 9 839 96.4 6.57 25.09 9 1
Master AOA287B Guanine nucleotide-binding protein G(T) subunit alpha-1 isoform X2 OS=Sus scrofa

TRUE protein  RP2 0OX=9823 GN=GNAT1 PE=1 SV=1 21 > 8 350 40 573 24.88 > !

TRUE Mast?r AOAOB8R Nuclear mitotic apparatus protein 1 OS=Sus scrofa domesticus OX=9825 GN=NUMA1 PE=4 6 9 9 2088 2334 5.73 242 9 1
Protein SH5 Sv=1

TRUE Qﬂrzi:r: Aot\jgm DEAD box protein 5 0S=Sus scrofa 0X=9823 GN=DDX5 PE=3 SV=2 16 8 9 617 69.4 9.1 23.03 8 1

TRUE Mast?r AOA5G2Q Calcium/calmodulin-dependent protein kinase OS=Sus scrofa 0X=9823 GN=CAMK2B PE=1 1 5 7 670 727 8.12 2276 5 1
Protein cQo Sv=1

TRUE F'\,/r'Zit:r: Aoegén Elongation factor 1-alpha 0S=Sus scrofa OX=9823 GN=EEF1A1 PE=3 SV=1 18 7 7 450 49 887 215 7 1

TRUE I';’r'zi;er: F1SDE3 Centromere protein V 0S=Sus scrofa OX=9823 GN=CENPV PE=1 SV=2 29 4 7 259 281 9.89 21.48 4 1

TRUE Mastgr AOA4X1W WD_REPEATS_REGION domain-containing protein OS=Sus scrofa OX=9823 GN=GNB1 PE=3 17 2 6 340 37.4 6 21.43 4 1
Protein 8E1 Sv=1

TRUE I':\‘/rlgite?r: AO:;);lV FERM domain-containing protein OS=Sus scrofa OX=9823 PE=4 SV=1 7 5 6 1196 132.2 5.2 20.8 5 1

Trug Master AOAAXIT Dynamin GTPase 0S=Sus scrofa OX=9823 PE=3 SV=1 12 7 8 863 97.1 7.74 20.78 7 1
Protein YS5

TRUE I';/r'gi:r: AO?;;(lT Heat shock protein HSP 90-alpha 0S=Sus scrofa 0X=9823 GN=HSP9OAAL PE=3 SV=1 11 7 8 789 90.6 5.02 20.47 7 1

TRUE Qﬂrzi:r: Aogﬁm Actin-depolymerizing factor 0S=Sus scrofa OX=9823 GN=GSN PE=3 SV=2 11 5 6 780 85.6  6.47 20.15 5 1

TRUE I';/r'gi:r: on/lsgA MICOS complex subunit MIC60 0S=Sus scrofa 0X=9823 GN=IMMT PE=1 SV=1 10 5 6 746 82.6 6.61 19.68 5 1
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Master
Protein

AOA481B
449
AOA4X1U
ESS

13LGB1

AOA480Y
ZR2
AOA480U
KG6
AOA480P
ZC9

K7GSR6

AOA4X1U
5K3
AOA287B
770
AOA4X1U
974

K7GT43

AOA4X1S
T13

13LSU1

P31006

AOA287B
SC3
AOA5S56G
3Y8
AOA286Z
PE3
AOA286Z
NE8
AOA480W
6B7
AOA287A
GF9
AOA480W
0D4

P62272

Actin-depolymerizing factor OS=Sus scrofa 0X=9823 PE=3 SV=1

WD_REPEATS_REGION domain-containing protein OS=Sus scrofa OX=9823 GN=GNB2 PE=3
Sv=1

Aryl-hydrocarbon-interacting protein-like 1 0S=Sus scrofa OX=9823 GN=AIPL1 PE=1 SV=2
Cytoskeleton-associated protein 4 OS=Sus scrofa 0X=9823 PE=4 SV=1
Vacuolar proton pump subunit B 0S=Sus scrofa 0X=9823 PE=3 SV=1
Calcium/calmodulin-dependent protein kinase OS=Sus scrofa OX=9823 PE=3 SV=1
Ecto-5'-nucleotidase OS=Sus scrofa OX=9823 GN=NT5E PE=1 SV=1
S-arrestin OS=Sus scrofa 0X=9823 GN=SAG PE=3 SV=1
RRM domain-containing protein OS=Sus scrofa OX=9823 GN=SRSF10 PE=1 SV=2

Nucleoplasmin domain-containing protein OS=Sus scrofa 0X=9823 GN=NPM1 PE=3 SV=1

Structural maintenance of chromosomes protein OS=Sus scrofa 0X=9823 GN=SMC1A PE=1
Sv=2

Protein kinase C OS=Sus scrofa OX=9823 GN=PRKCA PE=3 SV=1

Non-POU domain containing octamer binding OS=Sus scrofa 0X=9823 GN=NONO PE=1
Sv=2

Guanylate kinase OS=Sus scrofa 0X=9823 GN=GUK1 PE=1 SV=2
Alkaline phosphatase 0S=Sus scrofa OX=9823 GN=ALPL PE=1 SV=2
Heat shock 27 kDa protein OS=Sus scrofa 0X=9823 GN=HSPB1 PE=3 SV=1
Helix-destabilizing protein OS=Sus scrofa OX=9823 GN=HNRNPA1 PE=1 SV=1
VWFA domain-containing protein OS=Sus scrofa OX=9823 GN=CACNA2D2 PE=1 SV=2
Tyrosine-protein kinase BAZ1B isoform X1 OS=Sus scrofa OX=9823 PE=4 SV=1
Nop domain-containing protein OS=Sus scrofa OX=9823 GN=NOP58 PE=1 SV=2
Heterogeneous nuclear ribonucleoprotein A3 isoform a OS=Sus scrofa OX=9823 PE=4 SV=1

40S ribosomal protein S18 OS=Sus scrofa OX=9823 GN=RPS18 PE=1 SV=3
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394 439

261 31.2
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1187 138

688 78.7

543 62.4

198 21.9

834 91.2

365 40.3

373 38.8

1068 121.1

1418 162

537 60.4

378 39.6

152 17.7
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5.81
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Master
Protein
Master
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Master
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Master
Protein

AOA4X1V
3C3

AOAOB8R Solute carrier family 25 (Mitochondrial carrier: glutamate), member 22 0S=Sus scrofa do-

SAO
AOA4X1U
434
AOA4XLT
WR8
AOA481A
9M2
ADA5G2Q
FH4
AOA480W
7D9

Q9MZ15

AOA480JV  RNA-binding protein with serine-rich domain 1 OS=Sus scrofa 0X=9823 GN=RNPS1 PE=1

L5
AOA480Y
9K7

K9J4L8

AOA5G2Q
FK1
AOAOBS8R
TLS
AOA4X1S
Kz9
AOA4X1T
SA4
AO0A480W
9G4
AOA287B
RYO
AOA4X1T
GS8
AOA5G2R
GKO
AOA4X1V
3Y1
AOA4X1U
WL5
AOA4X1U
GM9

Small nuclear ribonucleoprotein Sm D3 0S=Sus scrofa 0X=9823 GN=SNRPD3 PE=3 SV=1
mesticus OX=9825 GN=SLC25A22 PE=3 SV=1
Peptidylprolyl isomerase OS=Sus scrofa OX=9823 PE=4 SV=1
H15 domain-containing protein OS=Sus scrofa 0X=9823 GN=LOC100516295 PE=3 SV=1
IgLON family member 5 OS=Sus scrofa 0X=9823 GN=LOC110261043 PE=4 SV=1
RRM domain-containing protein OS=Sus scrofa 0X=9823 GN=TRA2B PE=1 SV=1

Telomeric repeat-binding factor 2 isoform X2 OS=Sus scrofa 0X=9823 PE=4 SV=1

Voltage-dependent anion-selective channel protein 2 0S=Sus scrofa 0X=9823 GN=VDAC2

PE=2 SV=1

Sv=1

Opioid-binding protein/cell adhesion molecule isoform b 0S=Sus scrofa 0X=9823 PE=4 SV=1

Protein kinase C OS=Sus scrofa OX=9823 GN=PRKCB_tv2 PE=1 SV=1

RNA helicase OS=Sus scrofa 0X=9823 GN=EIF4A3 PE=3 SV=1

Heterogeneous nuclear ribonucleoprotein R OS=Sus scrofa domesticus 0X=9825
GN=HNRNPR PE=4 SV=1

VWFA domain-containing protein OS=Sus scrofa 0X=9823 GN=CACNA2D1 PE=3 SV=1
Protein unc-119 homolog A 0S=Sus scrofa OX=9823 GN=UNC119 PE=3 SV=1
40S ribosomal protein S13 OS=Sus scrofa 0X=9823 PE=3 SV=1
Tropomyosin alpha-1 chain OS=Sus scrofa 0OX=9823 GN=TPM1 PE=1 SV=2
Myosin regulatory light polypeptide 9 OS=Sus scrofa 0X=9823 GN=MYL9 PE=4 SV=1
Purine rich element binding protein A OS=Sus scrofa 0X=9823 GN=PURA PE=1 SV=1
SAP domain-containing protein OS=Sus scrofa 0X=9823 GN=ACIN1 PE=4 SV=1
Cellular retinoic acid-binding protein 1 OS=Sus scrofa OX=9823 GN=CRABP1 PE=3 SV=1

SEC7 domain-containing protein OS=Sus scrofa OX=9823 PE=3 SV=1

31

16

18

19

16

11

20

22

10

11

17

20

19

12

12

53

126

322

604

214

348

188

288

294

305

345

673

390

532

1084

240

148

248

172

482

1252

110

1203

13.9

34.4

63.7

22,5

38.2

21.9

31.7

31.6

34.2

38

76.9

44.5

59.6

122.3

26.9

16.9

28.7

19.8

50.5

141.4

125

129

10.32

9.54

7.05

10.71

10.15

7.02

6.47

9.16

5.2

10.45

4.77

4.82

8.43

13.26

13.03

12.99

12.92

12.68

12.63

12.51

12.41

12.39

1231

12.28

12.18

12.17

12.04

11.93

11.86

11.68

11.65

11.62

11.4

11.32

11.17
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TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein
Master
Protein

F1RN35

P46410

062680

AOA4X1T
5Y2
AOA287B
5N7
AOA5G2Q
MG4
AOA480SL
Y1

A1XQS3

AOA4X1U
2F8
AOA4X1T
V68

Qo0z8u2

AOA287B
BY5

Al1XQu3

AOA287A
V47

13L8C5

QOQEV2

AOA4X1IW
813
AOA4X1S
VK7
AOA5G2R
0B1
AOA4X1U
X38
AOA287B
FM2
AOA4X1TI
48

G protein-coupled receptor kinase OS=Sus scrofa 0X=9823 GN=GRK1 PE=1 SV=1
Glutamine synthetase OS=Sus scrofa OX=9823 GN=GLUL PE=2 SV=3
CD59 glycoprotein OS=Sus scrofa 0X=9823 GN=CD59 PE=1 SV=1
High mobility group AT-hook protein 1 OS=Sus scrofa 0X=9823 GN=HMGA1 PE=3 SV=1
Tropomyosin alpha-1 chain 0S=Sus scrofa 0X=9823 GN=TPM1 PE=1 SV=2
Unconventional myosin-6 OS=Sus scrofa 0X=9823 GN=MYO6 PE=1 SV=1
Tropomyosin alpha-3 chain isoform Tpm3.3cy OS=Sus scrofa OX=9823 PE=3 SV=1
Mitochondrial NDUFA4 OS=Sus scrofa 0X=9823 GN=NDUFA4 PE=2 SV=1
Histone deacetylase complex subunit SAP18 OS=Sus scrofa 0X=9823 GN=SAP18 PE=3 SV=1
Signal recognition particle receptor subunit beta OS=Sus scrofa 0X=9823 PE=3 SV=1
40S ribosomal protein S3 0S=Sus scrofa 0X=9823 GN=RPS3 PE=1 SV=1
RNA helicase OS=Sus scrofa 0X=9823 GN=DHX15 PE=1 SV=1
60S ribosomal protein L14 OS=Sus scrofa 0X=9823 GN=RPL14 PE=1 SV=1
PWI domain-containing protein OS=Sus scrofa 0X=9823 GN=SRRM1 PE=1 SV=1
Heat shock 70 kDa protein 12A isoform 2 OS=Sus scrofa OX=9823 GN=HSPA12A PE=1 SV=1
Ribosomal protein L18 (Fragment) OS=Sus scrofa 0X=9823 GN=RPL18 PE=2 SV=1
TAR DNA-binding protein 43 0S=Sus scrofa 0X=9823 PE=4 SV=1
Repressor/activator protein 1 homolog 0S=Sus scrofa OX=9823 PE=3 SV=1

Hexokinase OS=Sus scrofa OX=9823 GN=HK1 PE=1 SV=1

Voltage-dependent anion-selective channel protein 1 OS=Sus scrofa 0X=9823 GN=VDAC1
PE=3 Sv=1

SAM domain-containing protein OS=Sus scrofa 0X=9823 GN=SAMD11 PE=1 SV=2

Nucleolin OS=Sus scrofa 0X=9823 GN=NCL PE=4 SV=1

13

15

11

16

28

17

16

15

10

10

14

564

373

123

107

351

1226

248

82

153

271

243

766

213

968

675

166

435

401

779

302

683

699

63.3

42

13.8

11.6

40

141.6

28.7

9.3

17.6

29.9

26.7

87.8

233

109.3

74.8

18.9

47.2

44.3

86.7

33

72.9

75.2

8.44

4.72

9.38

9.35

10.77

11.71

6.61

11.78

11.17

11.07

10.94

10.91

10.85

10.83

10.79

10.51

10.4

10.25

10.23

9.63

9.4

9.31

9.27

9.2

9.17

9.16

9.15

8.99

8.98

8.92
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Master AO0A4X1V

TRUE Protein VE4 60S ribosomal protein L13a OS=Sus scrofa OX=9823 GN=RPL13A PE=3 SV=1 12 2 3 2 204 23.7 11.09 8.85 2 1
TRUE Qﬂrzi:r: I3LDH3 Poly [ADP-ribose] polymerase 0S=Sus scrofa 0X=9823 GN=PARP1 PE=1 SV=3 5 4 4 4 1017 1131 887 8.82 4 1
TRUE Qﬂrzi:; AOA;‘:SW DZF domain-containing protein OS=Sus scrofa OX=9823 GN=ILF2 PE=4 SV=1 12 3 3 3 390 43 526 8.77 3 1
TRUE Mastgr PO0355 Glyceraldehyde-3-phosphate dehydrogenase OS=Sus scrofa 0X=9823 GN=GAPDH PE=1 15 3 3 3 333 358 835 8.72 3 1
Protein Sv=4
Master
TRUE [ = QO6AS7 GBI1 0S=Sus scrofa OX=9823 PE=2 SV=1 8 23 1 355 40.5 5.38 8.5 2 1
TRUE 'r\’ﬂrzi:r: AOS‘;E;OR Aspartate—tRNA ligase, cytoplasmic 0S=Sus scrofa OX=9823 PE=3 SV=1 8 3 3 3 482 55 587 8.46 3 1
TRUE Mastt.er AOA287A  Splicing factor, proline-and glutamine-rich isoform X1 OS=Sus scrofa 0X=9823 GN=SFPQ 5 3 3 3 702 755 9.44 333 3 1
Protein 4F2 PE=4 SV=1
TRUE mzi:r: AOACZSMJ Phosphoglycerate mutase 0S=Sus scrofa OX=9823 GN=PGAM1 PE=1 SV=1 16 33 3 254 288 7.18 8.14 3 1
TRug Master ADASSGH RNA-binding protein 4B 0S=Sus scrofa OX=9823 GN=RBM4B PE=1 SV=1 11 3 3 1 369 411 6.8 8.02 3 1

Protein MS9

TRUE l';’r'zi:r: Aogsssm Galectin 0S=Sus scrofa OX=9823 GN=LGALS1 PE=1 SV=1 15 2 3 2 164 179 5.05 8.01 2 1

TRUE Qﬂrzi:r: AO$§27A Microtubule-associated protein 0S=Sus scrofa OX=9823 GN=MAP4 PE=1 SV=1 2 33 3 22202357 6.02 7.99 3 1

Master AOA4X1W

TRUE Protein 115 Small nuclear ribonucleoprotein Sm D2 0S=Sus scrofa OX=9823 GN=SNRPD2 PE=3 SV=1 16 2 3 2 118 135 9.91 7.89 2 1
TRUE L\’/II'Z?:; AOC:SOL E3 SUMO-protein ligase RanBP2 isoform X6 OS=Sus scrofa 0X=9823 PE=4 SV=1 1 3 3 3 3132 346.4 6.23 7.7 3 1
TRUE l';’r'z:;er: Q197W4 Cyclin-dependent kinase 5 0S=Sus scrofa OX=9823 GN=CDK5 PE=1 SV=2 8 2 3 2 292 333  7.66 7.38 2 1
TRUE F'\,/r'Zit:r: Aoeégm ELAV-like protein 0S=Sus scrofa OX=9823 GN=ELAVL1 PE=1 SV=1 11 3 3 3 303 335 824 7.32 3 1
TRUE Il:\‘/rlzi,:r: AOg\gjOV U2 snRNP-associated SURP motif—containings\yjicitein isoform 2 OS=Sus scrofa OX=9823 PE=4 3 3 3 1028 1181  8.47 731 3 1
TRUE 'F\,"rZi:r: F1RUT1 RNA-binding protein 4 isoform 1 0S=Sus scrofa OX=9823 GN=RBM14 PE=1 SV=3 11 3 3 1 365 404 7.08 7.23 3 1
TRUE I';’r'gi:r: F2Z5F5 405 ribosomal protein S8 0S=Sus scrofa OX=9823 GN=RPS8 PE=1 SV=3 11 2 3 2 208 242 10.32 7.18 2 1
TRUE Qﬂrzi:i: AO/E;“U V-type proton ATPase subunit 0S=Sus scrofa OX=9823 GN=ATP6VOD1 PE=3 SV=1 11 3 3 3 351 403 5 7.11 3 1
TRUE I':\‘/rlgite?r: AO;;(IJ(E;SR Ubiquitin-activating enzyme E1 OS=Sus scrofa domesticus 0X=9825 GN=UBA1 PE=3 SV=1 3 2 2 2 1058 117.7 5.85 7.1 2 1
TRUE Qﬂrzi:r: AO”;EfZR LEM domain-containing protein 0S=Sus scrofa OX=9823 GN=EMD PE=4 SV=1 7 12 1 224 249 487 7.05 1 1
Trug Master ADA4BIC o RNA-processing-splicing factor 8 isoform X1 OS=Sus scrofa OX=9823 PE=4 SV=1 2 2 2 2 1649 1948 9.14 6.97 2 1

Protein 3R6
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TRUE I';’r'gi:; AO?‘;’;(W ADP-ribosyl cyclase/cyclic ADP-ribose hydrolase 0S=Sus scrofa OX=9823 PE=3 SV=1 11 2 2 2 289 321 63 6.95 2 1

TRug Master ADA4XIV Clathrin light chain OS=Sus scrofa 0X=9823 PE=3 SV=1 14 2 2 2 211 231 453 6.91 2 1
Protein QM3

TRUE Qﬂrzi:; AOA;‘ZXBJ Nop domain-containing protein 0S=Sus scrofa OX=9823 GN=NOP56 PE=3 SV=1 6 3 3 3 596 66.1 9.36 6.85 3 1

Master AOA480V Double-stranded RNA-specific adenosine deaminase isoform X5 OS=Sus scrofa 0X=9823

TRUE Protein 6NO PE=4 SV=1 4 2 2 2 617 68.9 9.38 6.76 2 1

TRUE Mastt.er 029380 Voltage-dependent anion-selective channel protein 3 0S=Sus scrofa 0X=9823 GN=VDAC3 10 ) ) 1 983 306  8.66 6.71 ) 1
Protein PE=2 SV=2

TRUE I';/rlca)i:r: F1SIT7 60S acidic ribosomal protein P1 OS=Sus scrofa OX=9823 GN=RPLP1 PE=1 SV=1 29 2 2 2 114 115 4.32 6.57 2 1

TRUE Qﬂrzi:r: AO/;Z(;ZR 605 ribosomal protein L4 0S=5us scrofa OX=9823 GN=RPL4 PE=1 SV=1 7 2 2 2 417 472 10.8 6.49 2 1

TRUE F':/rlzi:r: F1SA23 Retinol dehydrogenase 12 OS=Sus scrofa 0X=9823 GN=RDH12 PE=1 SV=2 11 3 3 3 316 35.1 9.63 6.48 3 1

TRUE Master AOA287A 40S ribosomal protein S15a OS=Sus scrofa OX=9823 GN=RPS15A PE=1 SV=1 26 3 3 3 100 11.5 10.15 6.48 3 1

Protein 014

TRug Master AOA480Y RNA helicase OS=Sus scrofa OX=9823 PE=4 SV=1 5 2 2 2 508 57.6 5.99 5.95 2 1
Protein VB6

TRUE L\’/II'Z?:; AOC$§7A PWWP domain-containing protein OS=Sus scrofa 0X=9823 GN=HDGFL3 PE=1 SV=1 8 1 2 1 203 226 7.99 5.85 1 1

1
TRUE xzi:r: Aoﬁﬁ)s( v PHB domain-containing protein OS=Sus scrofa OX=9823 GN=ERLIN2 PE=3 SV=1 7 2 2 2 363 402 6.2 5.84 2 1

TRUE Qﬂrzi:r: AO/EE;OW Band 4.1-like protein 2 isoform X7 0S=Sus scrofa OX=9823 PE=4 SV=1 4 2 2 2 865 96.4  5.58 5.83 2 1

TRUE l';’r'z:;er: AOQ:)ZQU V-type proton ATPase subunit G 0S=Sus scrofa OX=9823 GN=ATP6V1G1 PE=3 SV=1 14 1 2 1 118 137 843 572 1 1

TRUE F':’:Zi:r: AOQ:?H Elongation factor Tu 0S=Sus scrofa OX=9823 PE=3 SV=1 5 2 2 2 566 61.3 8.32 571 2 1

TRUE I';’r'zi;er: AO£;§OE Kin of IRRE-like protein 1 isoform X1 0S=Sus scrofa OX=9823 GN=KIRRELL PE=4 SV=1 5 11 1 773 849 5.67 5.63 1 1

Master AO0A4X1U

TRUE Protein £92 Spectrin beta chain 0S=Sus scrofa 0X=9823 GN=SPTB PE=3 SV=1 1 2 2 1 2340 269.7 5.39 5.53 2 1

TRUE prester AORDW ¢sp_1 domain-containing protein OS=Sus scrofa OX=9823 GN=YBX1 PE=4 SV=1 19 2 2 2 324 359 988 5.52 2 1

TRUE 21!22?; F1S564 RNA 3'-terminal phosphate cyclase OS=Sus scrofa OX=9823 GN=RTCA PE=1 SV=3 5 1 1 1 366 39.2 8.09 5.51 1 1

TRUE I';’r'gi:r: AOCZZD;W Glutathione peroxidase 0S=Sus scrofa OX=9823 GN=GPX4 PE=3 SV=1 15 2 2 2 197 222 831 5.49 2 1

TRUE Mastgr F1IRQ90 RNA-binding motif protein, X chromosome isoform 1 0S=Sus scrofa 0X=9823 GN=RBMX 6 5 oy 5 390 422 10.05 548 5 1
Protein PE=1SV=1

TRUE Master Q9oGL64 Transcription factor A (Fragment) OS=Sus scrofa 0X=9823 GN=Tfam PE=2 SV=1 7 1 2 1 149 179 9.32 5.48 1 1

Protein
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M

TRUE Prgi:r: ALXQU9 405 ribosomal protein 520 0S=Sus scrofa OX=9823 GN=RPS20 PE=1 SV=1 15 119 133  9.94 5.42 1

TRUE Qﬂrzi:r: AOC§27A BAG domain-containing protein 0S=Sus scrofa 0X=9823 GN=BAG2 PE=1 SV=1 13 210 236 6.38 5.34 1
M AOASX1T

TRUg Master A0 Alpha(B)-crystallin 0S=5Sus scrofa OX=9823 GN=CRYAB PE=3 SV=1 9 237 276 9.73 5.28 1
Protein DZ5

TRug Master A0ASG2Q Polyubiquitin-C 0S=Sus scrofa OX=9823 GN=UBC PE=4 SV=1 37 837 941 7.68 523 1
Protein DJ2
Master AOA480P

TRUE . ooter HIV Tat-specific factor 1 05=Sus scrofa OX=9823 PE=3 SV=1 4 788 872  4.45 5.19 1
Protein H82

TRug Master AOA480K FACT complex subunit SSRP1 0S=Sus scrofa OX=9823 PE=3 SV=1 5 655 752 7.53 517 1
Protein S67

TRUE Qﬂrzi:; Q2YGT9 60S ribosomal protein L6 0S=Sus scrofa 0X=9823 GN=RPL6 PE=1 SV=3 9 284 322 10.73 5.14 1

TRUE mzi:r: AOAZ?O'Z Transcription activator BRG1 isoform X6 0S=Sus scrofa OX=9823 PE=3 SV=1 2 1617 181.6 8.07 5.14 1
Master AOA287B  von Willebrand factor A domain-containing protein 1 isoform 1 0S=Sus scrofa OX=9823

TRUE orotein kP9 GN=VWA1 PE=1 SV=1 6 452 47.7 1007 >11 !

TRUE l';’r'zi:r: AOQESCQF U1 small nuclear ribonucleoprotein A 0S=Sus scrofa 0X=9823 GN=SNRPA PE=3 SV=1 10 281 312 9.83 5 1

TRUE L\’/II'Z?:; F1S3F6  Ceh-10 homeodomain-containing homolog OS=Sus scrofa OX=9823 GN=VSX2 PE=1 SV=3 4 361 39.3 6.96 493 1

TRUE xzi:r: ongm PITH domain-containing protein 0S=Sus scrofa OX=9823 GN=TXNL1 PE=1 SV=1 8 285 319 4.89 4.91 1

TRUE Mastt?r 13LH70 LAM_G_DOMAIN domain-containing protein OS=Sus scrofa 0X=9823 GN=COL18A1 PE=1 1 1613 162.8 8.28 49 1
Protein Sv=3

TRUg Master ADA48OV Laminin subunit alpha-5 isoform X1 0S=5us scrofa OX=9823 PE=4 SV=1 1 3484 3744 6.81 4.89 1
Protein KUO
Master . .

TRUE Protein F1DFL7 Aminopeptidase 0S=Sus scrofa OX=9823 PE=2 SV=1 3 963 108.8 5.25 4.78 1

TRUE I';’r'zi;er: ongm RRM domain-containing protein 0S=Sus scrofa OX=9823 GN=RALY PE=1 SV=1 5 365 37.9 9.28 4.78 1
Master AOA481D

TRUE Przi;r: e 405 ribosomal protein 525 (Fragment) 0S=Sus scrofa OX=9823 PE=3 SV=1 14 138 149 10.11 4.75 1
Master RNA transcription, translation and transport factor protein OS=Sus scrofa 0X=9823

TRUE %S FisFFa et et s 7 244 28 6.65 4.75 1
Master AOA480J4

TRUE Przi;r: s Ubiquitin carboxyl-terminal hydrolase 0S=Sus scrofa OX=9823 PE=3 SV=1 3 835 934 5.1 4.73 1

TRug Master AOAAXIT Phosphodiesterase 0S=Sus scrofa OX=9823 PE=3 SV=1 2 862 99.6 5.77 4.67 1
Protein 8H6

TRug Master AOA4X1U Protein lin-7 homolog 0S=Sus scrofa 0X=9823 GN=LIN7A PE=3 SV=1 8 233 26 872 4.66 1
Protein VB3
M AOA4X1V

TRUE Prgi:r: OROO Dynamin-1-like protein OS=Sus scrofa OX=9823 GN=DNM1L PE=3 SV=1 4 725 805 6.71 4.63 1
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Master AO0A480V

TRUE . DNA helicase 0S=Sus scrofa OX=9823 PE=3 SV=1 2 2 2 2 12201389 7.06 46 2 1
Protein GI2

TRUE I';/rlca)i:r: I3LSE4  Protein kinase domain-containing protein OS=Sus scrofa 0X=9823 GN=CAMKV PE=1 SV=3 5 2 2 2 559 60.5 6.49 4.56 2 1

TRug Master ADA287A RNA helicase 05=Sus scrofa 0X=9823 GN=DDX3X PE=1 SV=1 3 2 2 1 659 729 7.59 4.56 2 1
Protein vQl

TRUE 'r\’ﬂrzi:r: AO\/:;;OT Serine/arginine-rich splicing factor 2 (Fragment) 0S=Sus scrofa OX=9823 PE=3 SV=1 8 2 2 2 211 244 11.97 45 2 1
Mast

TRUE Przi;; 13LQX0 SUN domain-containing protein OS=Sus scrofa 0X=9823 GN=SUN1 PE=1 SV=3 3 2 2 2 717 77.9 7.0 4.47 2 1

TRy Master AOASG2R RNA helicase 0S=Sus scrofa 0X=9823 GN=DDX46 PE=1 SV=1 2 2 2 2 1032 1173 9.29 4.46 2 1

Protein AE1
Master AOA480T  SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A

TRUE Protein AZ5 member 5 OS=Sus scrofa 0X=9823 PE=3 SV=1 2 2 2 2 10521218 831 4.46 2 !

TRUE mzi:r: Aogigm Fibroblast growth factor 0S=Sus scrofa OX=9823 GN=FGF2 PE=1 SV=1 6 2 2 2 316 33.6 114 4.4 2 1

TRy Master AOA480Q Amino acid transporter 0S=Sus scrofa OX=9823 PE=3 SV=1 3 11 1 447 496 954 438 1 1
Protein SCOo

TRug Master AOASG2R Sorting nexin-3 0S=Sus scrofa OX=9823 GN=SNX3 PE=1 SV=1 13 2 2 2 162 188 8.66 427 2 1
Protein 471

TRUE Qﬂrzi:r: onsm Protein lin-7 homolog 0S=Sus scrofa OX=9823 GN=LIN7C PE=1 SV=2 10 2 2 2 199 22 7.85 4.23 2 1

TRUE Mast?r AOA5G2Q Mediator of DNA damage checkpoint protein 1 OS=Sus scrofa 0X=9823 GN=MDC1 PE=4 1 1 1 1 2047 2185 5.45 423 1 1
Protein QcCeé Sv=1
Master AOA480TI

TRUE Przi;r: vs  General transcription factor 3C polypeptide 5 isoform 2 0S=Sus scrofa OX=9823 PE=45V=1 4 2 2 2 513 587 7.03 42 2 1

1
TRy Master AOAMXIU \ ieoporin_C domain-containing protein 0S=Sus scrofa OX=9823 GN=NUP133 PE=3 SV=1 2 11 1 11411273 521 4.18 1 1

Protein A50

TRUE F'\,/r'Zit:r: A02§$;7A DNA helicase 0S=Sus scrofa 0X=9823 GN=CHD2 PE=4 SV=1 1 2 2 2 1781 2055 7.53 4.16 2 1

TRUE I';’r'zi;er: AO?:)IQU Ribosomal protein L19 0S=Sus scrofa OX=9823 PE=3 SV=1 14 2 2 2 181 214 11.84 4.15 2 1

Master AOA287B

TRUE Protein oT7 Chromobox protein homolog 3 isoform X1 OS=Sus scrofa 0X=9823 GN=CBX3 PE=1 SV=1 14 2 2 2 183 20.8 5.33 4.14 2 1

TRUE Mastt.ar ADAIXIW IF rod domain-containing protein OS=Sus scrofa 0X=9823 PE=3 SV=1 3 2 2 1 565 60.5 8.22 4.11 2 1
Protein BNO

TRUE 2/';?:; F1RQ91 405 ribosomal protein 54 0S=Sus scrofa OX=9823 GN=RPS4X PE=1 SV=3 5 11 1 242 27.6 10.08 4.06 1 1

TRUE I';’r'gi:r: AO/XSON 408 ribosomal protein 526 0S=Sus scrofa OX=9823 PE=3 SV=1 14 11 1 107 122 10.83 3.95 1 1

TRUE I';T'Z:f;r: AO/:(Z:?A DUF3504 domain-containing protein OS=Sus scrofa OX=9823 GN=QRICH1 PE=4 SV=1 2 1 1 1 779 86.8 5.95 3.94 1 1

TRUE Master  ADAAX1T DZF domain-containing protein OS=Sus scrofa 0X=9823 GN=ZFR PE=4 SV=1 2 1 1 1 1003 109.4 9.23 3.89 1 1

Protein H39
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Master
Protein
Master
Protein

AOA5G2Q
152

D3K5K3

AOA287A
Cc97
AOA480K
G54

F1RLT6

Q29375

AOAAX1T
VRO
AOA480L1
A5
AOA5G2Q
TI8
AOA480V
674

F1SQA9

F1SUT1

AOA5G2Q
7N6
AOA287A
HC5

P01965

F2Y104

AOA287B
8N1
AOA4X1IW
398
AOA480V
oy7
AOA480T
KGO

13LK59

AOA4X1U
612

14_3_3 domain-containing protein OS=Sus scrofa 0X=9823 GN=CRK PE=1 SV=1
DNA mismatch repair protein OS=Sus scrofa 0X=9823 GN=MSH2 PE=2 SV=1
MICOS complex subunit MIC19 isoform 2 OS=Sus scrofa OX=9823 GN=CHCHD3 PE=1 SV=1

Ciliary neurotrophic factor receptor subunit alpha OS=Sus scrofa OX=9823 PE=3 SV=1

Guanine nucleotide-binding protein G(Z) subunit alpha OS=Sus scrofa OX=9823 GN=GNAZ
PE=1SV=1

60S ribosomal protein L7a (Fragment) OS=Sus scrofa OX=9823 GN=RPL7A PE=2 SV=1
DNA-directed RNA polymerase subunit beta OS=Sus scrofa OX=9823 PE=3 SV=1
Regulator of microtubule dynamics protein 3 isoform 1 OS=Sus scrofa 0OX=9823 PE=4 SV=1
Importin subunit alpha OS=Sus scrofa OX=9823 GN=KPNA1 PE=1 SV=1
ATP synthase subunit alpha, mitochondrial isoform a OS=Sus scrofa 0X=9823 PE=3 SV=1

GATOR complex protein SEC13 OS=Sus scrofa OX=9823 GN=SEC13 PE=1 SV=4

Pleckstrin homology domain-containing family B member 1 isoform a OS=Sus scrofa
0X=9823 GN=PLEKHB1 PE=1 SV=3

60S ribosomal protein L11 OS=Sus scrofa 0X=9823 GN=RPL11 PE=3 SV=1
Guanine nucleotide-binding protein subunit gamma 0S=Sus scrofa 0X=9823 PE=3 SV=1
Hemoglobin subunit alpha OS=Sus scrofa 0X=9823 GN=HBA PE=1 SV=1
Fas apoptosis inhibitory molecule 1 OS=Sus scrofa 0X=9823 GN=FAIM1 PE=2 SV=1
ATP-dependent 6-phosphofructokinase OS=Sus scrofa OX=9823 GN=PFKM PE=1 SV=1
AAA domain-containing protein OS=Sus scrofa 0X=9823 GN=LOC100525876 PE=3 SV=1
Metastasis-associated protein MTAL isoform MTA1s OS=Sus scrofa OX=9823 PE=4 SV=1
Nuclear pore complex protein Nup155 isoform 1 OS=Sus scrofa 0X=9823 PE=3 SV=1

2-phospho-D-glycerate hydro-lyase OS=Sus scrofa OX=9823 GN=ENO1 PE=1 SV=3

ANK_REP_REGION domain-containing protein OS=Sus scrofa 0X=9823 GN=ANKRD10 PE=4
Sv=1

10

21

11

14

266 30.5

934 104.5

235 27.2

372 40.9

355 40.7

132 14.6

1196 135.9

496 54.5

531 59.4

323 346

333 36.7

224 25.4

192 22

68 7.5

141 15

200 22.5

809 88.9

493 56.3

429 48.7

1392 155.2

434 47.1

161 17

6.43

5.64

8.19

7.61

10.14

7.88

5.47

4.97

9.44

5.48

8.46

8.51

8.7

5.02

8.34

9.5

5.5

6.3

7.14

3.72

3.7

3.7

3.68

3.65

3.56

3.54

3.53

3.47

3.46

3.44

3.38

3.24

3.24

3.19

3.18

3.18

3.15

3.14

3.11

31

3.07
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Master AOA4X1T

TRUE Protein 7A1 RRM domain-containing protein OS=Sus scrofa 0X=9823 GN=MSI1 PE=3 SV=1 5 1 1 1 311 335 9.17 3.02 1 1

TRUE Qﬂrzi:r: F27594 High mobility group protein B1 05=Sus scrofa 0X=9823 GN=HMGB1 PE=1 SV=3 5 11 1 220 253  9.95 3.01 1 1
M AOA4S1B

TRug Master AOA48 Peptidyl-prolyl cis-trans isomerase 0S=Sus scrofa OX=9823 PE=3 SV=1 3 11 1 492 572 594 3.01 1 1
Protein 6W1

TRUE 'r\’ﬂrzi:r: AO:SI)SU Mitochondrial fission factor 0S=Sus scrofa OX=9823 GN=MFF PE=3 SV=1 6 11 1 237 27 6.62 2.98 1 1
Master AOA480L Tricarboxylate transport protein, mitochondrial isoform a (Fragment) OS=Sus scrofa

TRUE o oo Koo PEs Syt 3 11 1 395 42.8 10.46 2.98 1 1

TRy Master AOASG2R RNA helicase aquarius 0S=Sus scrofa OX=9823 GN=AQR PE=1 SV=1 1 11 1 1485 1707 6.4 2.95 1 1

Protein 2K0
TRUE Qﬂrzi:; Aogglu 60S ribosomal protein L32 OS=Sus scrofa 0X=9823 GN=RPL32 PE=3 SV=1 7 11 1 149 175 11.05 2.94 1 1

Master AO0A480P

TRUE Protein KLY Prospero homeobox protein 1 isoform X2 0S=Sus scrofa OX=9823 PE=4 SV=1 3 1 1 1 607 67.6 7.83 2.92 1 1
TRUE Qﬂrzﬁ; Aoggm Biglycan 0S=Sus scrofa OX=9823 PE=3 SV=1 3 11 1 488 533  9.06 2.88 1 1
TRUE l';’r'zi:r: AO/;;;(W V-type proton ATPase subunit F 0S=Sus scrofa OX=9823 PE=3 SV=1 10 11 1 118 132 53 2.88 1 1
TRUE L\’/II'Z?:; Q19PY3 RNA-splicing ligase RtcB homolog OS=Sus scrofa OX=9823 GN=RTCB PE=2 SV=1 2 1 1 1 505 55.2 7.23 2.88 1 1
TRUE :;’r'zi;e; FIRWXS ATPase WRNIP1 isoform 1 0S=Sus scrofa OX=9823 GN=WRNIP1 PE=1 SV=2 2 11 1 638 69  6.34 2.88 1 1
TRUE Qﬂrzi:r: Aoﬁi);w Nucleolar protein 10 05=Sus scrofa 0X=9823 GN=NOP10 PE=3 SV=1 20 11 1 64 7.6  9.99 2.83 1 1
TRUE :;/rlzi:r: AogtLl:ON Non-specific serine/threonine protein kinase OS=Sus scrofa 0X=9823 PE=4 SV=1 5 1 1 1 1083 115.3 8.57 2.78 1 1
TRUE Master AOA4X1V Small nuclear ribonucleoprotein E 0S=Sus scrofa OX=9823 GN=SNRPE PE=3 SV=1 12 1 1 1 92 108 944 2.77 1 1

Protein 3M7
Master AO0A287A 116 kDa U5 small nuclear ribonucleoprotein component OS=Sus scrofa OX=9823 GN=EF-

TRUE oSt AR s ey 1 11 1 937 1054 5.22 276 1 1
TRUE QﬂrZi:r: Aog\?éw SUN domain-containing protein OS=Sus scrofa OX=9823 GN=SUN2 PE=4 SV=1 2 11 1 713 797  7.02 2.75 1 1
TRUE Mastt.ar AOA48ON Histone deacetylase OS=Sus scrofa OX=9823 PE=3 SV=1 3 1 1 1 359 40.7 7.46 2.74 1 1
Protein 4)2
TRUE Qﬂrzi’:r: AOA;;QSJ 405 ribosomal protein S24 0S=Sus scrofa OX=9823 GN=RP$24 PE=1 SV=1 11 11 1 132 153 10.92 273 1 1
TRUE I';/r'gi:r: 13LI59 RNA-binding protein 8A 0S=Sus scrofa OX=9823 GN=RBM&A PE=1 SV=2 6 11 1 174 199 572 271 1 1
TRUE Qﬂrzi:r: Aosgiov 265 proteasome regulatory subunit 6A (Fragment) 0S=Sus scrofa OX=9823 PE=3 SV=1 4 11 1 446 50.1 5.9 2.7 1 1
Trug Master ADAAXIT PKD domain-containing protein 0S=Sus scrofa OX=9823 PE=3 SV=1 4 11 1 1077 1196 7.8 2.7 1 1

Protein M87
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TRUE I';’r'gi:; AOG‘;);U tRNA-binding domain-containing protein 0S=Sus scrofa OX=9823 GN=AIMP1 PE=4 SV=1 4 11 1 335 375 6.8 2.7 1 1

Master AO0A4X1V

TRUE o oo e Cold-inducible RNA-binding protein 0S=Sus scrofa OX=9823 GN=DAZAP1 PE=4 SV=1 5 11 1 231 249 7.97 266 1 1

TRUE Mastt.ar 13LBTS Small nuclear ribonucleoprotein-associated protein OS=Sus scrofa 0X=9823 GN=SNRPN 4 1 1 1 250 26.1 10.7 264 1 1
Protein PE=3 SV=3

TRug Master ADA287A Prohibitin OS=Sus scrofa OX=9823 GN=PHB PE=1 SV=1 5 11 1 256 283  6.02 255 1 1
Protein DF7
Master AOA4X1T

TRUE . ooter C2 domain-containing protein 0S=Sus scrofa OX=9823 PE=4 SV=1 3 11 1 684 734 6.7 255 1 1
Protein FO3

TRUE 'r\’ﬂrzi:r: F274Y8 405 ribosomal protein S11 0S=Sus scrofa 0X=9823 GN=RPS11 PE=1 SV=1 7 11 1 158 184 103 254 1 1

TRUE Qﬂrzi:r: AOCG)S(” U2 snRNP auxiliary factor large subunit 0S=Sus scrofa OX=9823 GN=U2AF2 PE=3 SV=1 2 11 1 456 514 8.82 254 1 1

TRUE mzi:r: AOA;:W E3 ubiquitin-protein ligase 0S=Sus scrofa OX=9823 PE=4 SV=1 1 11 1 929 105.6 6.14 2.53 1 1
Master AOA4X1V

TRUE Pr(a)ie?r: OZZS S_100 domain-containing protein OS=Sus scrofa 0X=9823 GN=S100A14 PE=4 SV=1 14 1 1 1 104 114 4.78 2.53 1 1

TRy Master AOA480Y Cell cycle and apoptosis regulator protein 2 0S=Sus scrofa OX=9823 PE=4 SV=1 2 11 1 759 83.4 5.38 2.53 1 1

Protein 0Q7

Master AOA5S8KL
TRUE Przi;r: . Protein-serine/threonine phosphatase 0S=Sus scrofa OX=9823 GN=PPP1CB PE=1 SV=1 5 11 1 303 344 64 252 1 1

1
TRUE xzi:r: AOQ?Z S RRM domain-containing protein OS=Sus scrofa OX=9823 GN=NIFK PE=4 SV=1 4 11 1 294 34 10.15 2.52 1 1

Master AOA4X1T
TRUE Przi;r: i Nuclear cap-binding protein subunit 2 0S=Sus scrofa OX=9823 GN=NCBP2 PE=3 SV=1 7 11 1 156 18 821 251 1 1

Master AO0A286Z

TRUE Protein Q3 SMP_C2CD2L domain-containing protein OS=Sus scrofa OX=9823 GN=C2CD2L PE=1 SV=1 1 1 1 1 669 71.7 8.32 2.51 1 1
TRUE L\’/II'Zi:r: AO?;(Z;ZQ RPOLD domain-containing protein OS=Sus scrofa 0X=9823 GN=POLR2C PE=1 SV=1 7 1 1 1 275 313 4.96 2.5 1 1
TRUp Master ADA287A RNA helicase 0S=Sus scrofa OX=9823 GN=EIF4A1 PE=1 SV=1 3 11 1 390 445 557 2.48 1 1

Protein 8v1
Master A0A480U

TRUE Protein 187 H/ACA ribonucleoprotein complex subunit 4 isoform 1 0S=Sus scrofa 0X=9823 PE=3 SV=1 2 1 1 1 521 58.1 9.47 2.48 1 1

TRUE I';’r'gi:r: Aoﬁﬁm 605 ribosomal protein L18a 0S=Sus scrofa OX=9823 GN=RPL18A PE=1 SV=1 6 11 1 224 26 10.92 2.48 1 1

TRUE Qﬂrzi’:r: 13LNY6 IF rod domain-containing protein 0S=Sus scrofa 0X=9823 GN=NES PE=1 SV=2 1 11 1 1699 1847 4.36 2.47 1 1
M AOA480T

Trug Master AOA480 Signal transducer and activator of transcription 0S=Sus scrofa OX=9823 PE=3 SV=1 1 11 1 787 899 6.11 2.46 1 1
Protein WWwWO0

TRUE Qﬂrzi:r: Aoﬁgw BTB domain-containing protein OS=Sus scrofa OX=9823 PE=4 SV=1 2 11 1 490 53.6 9.16 2.46 1 1

TRUE I';’r'gi:r: AOQEZGH Non-histone chromosomal protein HMG-17 0S=Sus scrofa OX=9823 GN=HMGN2 PE=3 SV=1 16 11 1 90 93 98 2.44 1 1
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TRUE I';’r'gi:; AOﬁzgzv Estrogen related receptor gamma 1 0S=Sus scrofa OX=9823 GN=ESRRG1 PE=2 SV=1 5 11 1 458 512 6.48 2.44 1 1

TRUE I';/rlca)i:r: AO\//-\\/ZSi7A 60S ribosomal protein L27a OS=Sus scrofa 0X=9823 GN=RPL27A PE=1 SV=2 7 1 1 1 148 16.6 11.12 2.43 1 1

TRUE Qﬂrzi:; AOQ:;;ON splicing factor 3B subunit 2 0S=Sus scrofa OX=9823 PE=4 SV=1 1 11 1 732 825 5.69 2.43 1 1

TRUE I';/rlca)i:r: AO?\(jlé(lT 60S ribosomal protein L30 OS=Sus scrofa 0X=9823 GN=RPL30 PE=1 SV=1 10 1 1 1 115 128 9.63 2.42 1 1

TRUE Qﬂrzi:; AO:V(\)ESR Glyoxylate reductase 1 homolog OS=Sus scrofa domesticus OX=9825 GN=GLYR PE=3 SV=1 2 11 1 547 59.8 9.26 2.41 1 1

TRUE 'r\’ﬂrzi:r: AO/T%?A PRP6 homolog OS=Sus scrofa OX=9823 GN=PRPF6 PE=1 SV=1 1 11 1 1150 128.1  9.09 2.4 1 1

TRUE Qﬂrzi:r: Aoﬁgng RNA binding motif protein 25 0S=Sus scrofa domesticus OX=9825 GN=RBM25 PE=4 SV=1 2 11 1 843 100.1 6.32 237 1 1

TRUE mzi:r: A0§§§7A KASH domain-containing protein OS=Sus scrofa OX=9823 GN=SYNE3 PE=1 SV=1 1 11 1 975 111.7 657 2.37 1 1

Master AOA4X1T
TRUE Przie?r: ons Ig-like domain-containing protein 0S=Sus scrofa OX=9823 PE=4 SV=1 16 11 1 112 119 829 237 1 1

TRUE l';’r'zi:r: Aoé‘;ilu Homeobox protein NK-2 homolog E 0S=Sus scrofa 0X=9823 GN=NKX2-5 PE=3 SV=1 8 11 1 323 346 9.29 2.37 1 1

TRUE Qﬂrzi:r: Aoﬁgw Glutamate dehydrogenase (NAD(P)(+)) 0S=Sus scrofa OX=9823 GN=GLUD1 PE=3 SV=1 2 11 1 558 613  7.96 236 1 1

2
TRUE xzi:r: AOQM?A 405 ribosomal protein S5 0S=Sus scrofa OX=9823 GN=RPS5 PE=1 SV=1 7 11 1 229 253 9.63 2.36 1 1

Master A0A4X1SZ

TRUE Protein 19 Peptidylprolyl isomerase OS=Sus scrofa OX=9823 GN=FKBP5 PE=4 SV=1 2 1 1 1 465 52.2 5.69 2.36 1 1

TRUE Mast?r AOA287BJ) MTTase N-terminal domain-containing protein OS=Sus scrofa 0X=9823 GN=CDKAL1 PE=4 5 1 1 1 550 617 831 235 1 1
Protein K8 Sv=1

TRUE :I'(a)i:r: 13LP32 Pre-mRNA-splicing factor 38A 0S=Sus scrofa 0X=9823 GN=PRPF38A PE=3 SV=2 4 1 1 1 312 37.5 9.96 2.35 1 1

TRug Master ADA4XLY Creatine kinase 0S=Sus scrofa OX=9823 GN=CKMT1A PE=3 SV=1 4 101 1 342 385 803 2.3 1 1

Protein CR4
Master AO0A4X1U

TRUE . RuvB-like helicase OS=Sus scrofa OX=9823 GN=RUVBL1 PE=3 SV=1 2 1 1 1 456 50.2 6.42 2.29 1 1
Protein 0Q7
Master Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Sus scrofa

TRUE Protein Q9GMBO 0X=9823 GN=RPN1 PE=1 SV=1 2 1 1 1 608 68.7 6.55 2.27 1 1

TRUE Mastgr F150S8 General transcription factor 3C polypeptide 4 OS=Sus scrofa OX=9823 GN=GTF3C4 PE=1 1 1 1 1 679 767 7.36 226 1 1
Protein SV=2

TRUE I':\‘/rlgite?r: F154S0 Homeobox domain-containing protein OS=Sus scrofa 0X=9823 GN=VAX1 PE=3 SV=1 3 1 1 1 333 346 9.38 2.22 1 1

TRug Master AOA480N CUGBP Elav-like family member 2 isoform 2 0S=Sus scrofa OX=9823 PE=3 SV=1 2 11 1 521 557 86 221 1 1
Protein QW0

TRUE Master  AOA287A TRASH domain-containing protein OS=Sus scrofa OX=9823 GN=RPL24 PE=1 SV=1 4 1 1 1 217 24.7 11.5 2.21 1 1

Protein 286
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Master AO0A287A

TRUE oSt A Nipped-B protein 0S=5us scrofa OX=9823 GN=NIPBL PE=3 SV=2 0 101 1 27223067 7.94 2.2 1 1
TRUE Qﬂrzi:r: AO\%SG(SZ Homeobox domain-containing protein 0S=Sus scrofa OX=9823 GN=SIX3 PE=4 SV=2 5 11 1 333 355 863 2.18 1 1
TRUE Qﬂrzi:; AO?;;(lS Poly [ADP-ribose] polymerase 0S=Sus scrofa OX=9823 PE=4 SV=1 3 11 1 502 56.2 8.78 2.18 1 1
TRUE 'r\’ﬂrzi:r: Aogégm Multifunctional fusion protein 0S=Sus scrofa OX=9823 GN=PKM PE=1 SV=2 1 11 1 1090 1212 7.96 2.18 1 1
TRUE Qﬂrzi:; Ao?:é” Enhancer of rudimentary homolog 0S=Sus scrofa 0X=9823 PE=3 SV=1 7 11 1 176 202 6.2 217 1 1
TRUE I';/rlzi:r: AO{\FZ(;ZQ B-block_TFIIIC domain-containing protein OS=Sus scrofa 0X=9823 GN=GTF3C1 PE=1 SV=1 0 1 1 1 2012 227.1 7.74 2.17 1 1
TRUE Qﬂrzi:; Aogﬁm Splicing factor U2AF 35 kDa subunit 05=Sus scrofa OX=9823 GN=U2AF1 PE=4 SV=1 4 101 1 239 27.8 868 2.16 1 1
TRUE mzi:r: 13U87 405 ribosomal protein 52 0S=Sus scrofa OX=9823 GN=RPS2 PE=1 SV=3 6 11 1 266 29.1 10.18 2.15 1 1
TRUE mzi:r: 13LIRO Polyhomeotic-like protein 2 isoform a OS=Sus scrofa OX=9823 GN=PHC2 PE=1 SV=2 1 1 1 1 887 93.7 9.03 2.15 1 1
TRUE mgi;?r: QOQEM6 ATP synthase subunit beta (Fragment) OS=Sus scrofa OX=9823 GN=ATP5B PE=2 SV=1 4 1 1 1 437 47.1 511 2.14 1 1
TRUg Master ADA481A Keratin, type | cytoskeletal 27 0S=Sus scrofa OX=9823 PE=4 SV=1 3 11 1 264 298 4.74 2.14 1 1

Protein 1C4
Master AOA4X1T Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase OS=Sus scrofa 0X=9823 GN=HACD3

TRUE o T bEv syt 2 11 1 362 432 9.2 2.12 1 1
TRug Master AOA4X1S Ribonucloprotein 0S=Sus scrofa OX=9823 PE=3 SV=1 9 11 1 128 141 873 211 1 1
Protein Y17
TRUE l';’r'z:;er: Aog\:éw Arf-GAP domain-containing protein 0S=Sus scrofa OX=9823 GN=ARFGAP2 PE=4 SV=1 3 11 1 384 42 7.34 2.09 1 1
TRUE F'\,/r'Zit:r: GOF6X9 Dihydropyrimidinase-related protein 2 0S=Sus scrofa 0X=9823 PE=2 SV=1 1 101 1 572 623 6.16 2.09 1 1
TRUE I';’r'zi;er: Aoéfim 605 acidic ribosomal protein PO 0S=Sus scrofa OX=9823 GN=RPLPO PE=3 SV=1 3 11 1 319 355 9.64 2.08 1 1
Master Calcium-binding mitochondrial carrier protein Aralarl OS=Sus scrofa OX=9823
TRUE % F1s086 CNeSLCPoALS Phet S 2 11 1 677 747 827 2.06 1 1
TRUE I';’r'gi:r: AOQg);lU ATP-dependent RNA helicase DDX1 0S=Sus scrofa OX=9823 GN=DDX1 PE=3 SV=1 1 11 1 740 825 7.23 2.06 1 1
TRUE xz::r: Aoﬁizm CRAL-TRIO domain-containing protein 0S=Sus scrofa OX=9823 GN=RLBP1 PE=1 SV=1 2 11 1 319 371 533 2.06 1 1
TRUE I';’:gi:r: B6VSC8 405 ribosomal protein $3a 0S=Sus scrofa OX=9823 GN=RPS3A PE=1 SV=1 3 101 1 264 299 9.74 2.05 1 1
TRUE Qﬂrzi:r: Aoﬁgw Robl_LC7 domain-containing protein 0S=Sus scrofa 0X=9823 GN=LAMTOR2 PE=3 SV=1 8 11 1 125 135 54 2.04 1 1
TRUE Master AOA4XIW SWIB domain-containing protein OS=Sus scrofa 0X=9823 GN=SMARCD1 PE=3 SV=1 3 1 1 1 515 58.2 9.25 2.04 1 1

Protein CH9
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Master AOA5G2Q

TRUE Protein WTa4 Alpha_adaptinC2 domain-containing protein OS=Sus scrofa OX=9823 GN=AP2A2 PE=1 SV=1 1 1 1 1 857 94.2 6.27 2.03 1 1
TRUE Mast{er AOA4X1S Sodium/potassium-transporting ATPase subunit alpha OS=Sus scrofa 0X=9823 GN=ATP1A1 1 1 1 1 1018 112.3  5.68 203 1 1
Protein W39 PE=3 Sv=1
M AOA287A
TRUE Przi:r: 0 4H2 Transcriptional activator protein Pur-beta 0S=Sus scrofa OX=9823 GN=PURB PE=1 SV=1 2 11 1 308 329 5.43 2.03 1 1
TRUE I';/rlzi:r: A0§§§7A Nspl_C domain-containing protein OS=Sus scrofa 0X=9823 GN=NUP62 PE=1 SV=1 2 1 1 1 478 49.1 5.43 2.02 1 1
TRUE Mastt.er AOA286Z WD_REPEATS_REGION domain-containing protein OS=Sus scrofa OX=9823 GN=STRN3 PE=1 1 1 1 1 760 83 5.17 202 1 1
Protein PW3 Sv=1
TRUE 'r\’ﬂrzi:r: Ao¢:(>)<1$ Carbonate dehydratase IV 0S=Sus scrofa OX=9823 PE=3 SV=1 4 11 1 311 352 7.53 2.02 1 1
Master F-box-like/WD repeat-containing protein TBL1XR1 isoform 1 OS=Sus scrofa OX=9823
TRUE ™" F15GDO T oL XA PEcd Sy 3 11 1 514 556 5.5 2 1 1
TRUE mzi:r: A0/:§§7A Ribosomal protein L15 0S=Sus scrofa OX=9823 GN=RPL15 PE=1 SV=1 4 11 1 187 219 10.92 2 1 1
TRUE Qﬂrzﬁ; AOA22587B' Protein RUFY3 isoform X4 0S=Sus scrofa OX=9823 GN=RUFY3 PE=1 SV=1 2 11 1 597 67.8 5.87 2 1 1
TRy Master AOA4XIU DNA topoisomerase 2 0S=Sus scrofa OX=9823 GN=TOP2B PE=3 SV=1 1 11 1 1539 173.9  8.02 2 1 1

Protein KP8
Master AOA4X1U Importin N-terminal domain-containing protein OS=Sus scrofa 0X=9823 GN=TNPO1 PE=4

TRUE o S e v 1 11 1 844 957 4.98 1.99 1 1
TRUE xzi:r: Aoé;)é” SCD domain-containing protein 0S=Sus scrofa 0X=9823 GN=STAG1 PE=3 SV=1 1 11 1 1227 1409 5.57 1.99 1 1
Master AOA287B
TRUE Przi;r: oo UPAR/Ly6 domain-containing protein 0S=Sus scrofa OX=9823 GN=LYNX1 PE=4 SV=1 9 11 1 116 125 7.05 1.99 1 1
TRUE l';’r'z:;er: K9J617 Adducin 1 (Alpha) 0S=Sus scrofa OX=9823 GN=ADD1 PE=2 SV=1 1 11 1 744 812 5.8 1.98 1 1
TRUE Mastt?r AOA4X1S Non-specific serine/threonine protein kinase OS=Sus scrofa 0X=9823 GN=RPS6KA5 PE=3 1 1 1 1 957 105.6 7.96 1.08 1 1
Protein TI8 Sv=1
TRUE I';’r'zi;er: AOASEOJG Splicing factor 3B subunit 3 0S=Sus scrofa OX=9823 PE=4 SV=1 1 11 1 1118 1242 5231 1.98 1 1
Trug Master AOA4XIU Kinesin-like protein 0S=Sus scrofa OX=9823 PE=3 SV=1 2 11 1 679 769 6.4 1.98 1 1
Protein uj1
M AOA2COF
TRUE Prgi:r: 03959 Major prion protein 0S=Sus scrofa OX=9823 GN=PRNP PE=1 SV=1 3 11 1 256 27.6 9.32 1.97 1 1
TRUE Qﬂrzit;r: AO’;?;(” E3 ubiquitin-protein ligase TRIP12 0S=Sus scrofa 0X=9823 GN=TRIP12 PE=3 SV=1 1 11 1 19832191 829 1.97 1 1
TRUE I':\‘/rlgite?r: F1RPW9 Elongation factor 1-gamma OS=Sus scrofa 0X=9823 GN=EEF1G PE=4 SV=3 3 1 1 1 436 49.9 6.57 1.97 1 1
TRUE Qﬂrzi:r: AOPFK6  F-actin-capping protein subunit alpha 0S=Sus scrofa OX=9823 GN=CP alpha2 PE=2 SV=1 5 11 1 286 33  5.85 1.97 1 1
TRy Master AOA480Q BCL2-associated athanogene 6 0S=Sus scrofa OX=9823 PE=4 SV=1 2 11 1 522 551 5.69 1.97 1 1

Protein JH2
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Master AOA2I12KH Genome polyprotein (Fragment) OS=Atypical porcine pestivirus 0X=1914447 GN=NS2-3

TRUE e A N 2 11 1 962 107.6 7.12 1.96 1 1

TRug Master AOA48OIR Clathrin light chain OS=Sus scrofa 0X=9823 PE=3 SV=1 3 11 1 229 252 46 1.95 1 1
Protein BO
M AOA5G2

TRUE Przi:r: Owsfl @ \type proton ATPase subunit H 0S=Sus scrofa OX=9823 GN=ATP6V1H PE=3 SV=1 4 11 1 464 537 6.61 1.95 1 1

TRUE F'Yr'zi:r: F1S8K5 FACT complex subunit 0S=Sus scrofa OX=9823 GN=SUPT16H PE=1 SV=2 1 11 1 10831236 578 1.95 1 1

TRUE Qﬂrzi:r: P62831 60S ribosomal protein L23 0S=Sus scrofa OX=9823 GN=RPL23 PE=1 SV=1 6 11 1 140 149 10.51 1.94 1 1
Master Non-structural protein 6 OS=Porcine reproductive and respiratory syndrome virus

TRUE o °°°" D2xzas X eraain Do Sy 0 11 1 25022712 75 1.93 1 1

TRUE mzi:r: Aoﬁégm Zinc finger protein 385A isoform a 0S=Sus scrofa 0X=9823 GN=ZNF385A PE=1 SV=2 3 11 1 387 406 9.86 1.93 1 1

TRUE mzi:r: Ao:z;glo Transmembrane protein 43 0S=Sus scrofa OX=9823 PE=3 SV=1 2 11 1 400 449 771 1.92 1 1
Master AOA480M

TRUE Przi;r: ORUSZO DNA repair protein RAD50 OS=Sus scrofa OX=9823 PE=4 SV=1 2 11 1 511 595 873 1.92 1 1

TRUE mzi:r: A0/;§§7A PDZ domain-containing protein 0S=Sus scrofa OX=9823 GN=GIPC3 PE=3 SV=2 3 11 1 314 343 56 1.92 1 1
Mast

TRUE PrZie(ier: F1RNL4 Serine/threonine-protein phosphatase OS=Sus scrofa 0X=9823 GN=PPP1CC PE=1 SV=4 3 1 1 1 304 349 5.58 1.9 1 1

TRUE mg:;e; K7GNY4 605 ribosomal protein L8 0S=Sus scrofa 0X=9823 GN=RPL8 PE=1 SV=3 5 11 1 225 246 11.02 1.9 1 1
Master AOA480J6

TRUE Przi;r: o Lysine-specific demethylase 4A isoform X1 0S=Sus scrofa OX=9823 PE=4 SV=1 1 11 1 821 91.8 533 1.9 1 1

2
TRUE l';/r'z:;er: AOALSSSZJ V-type proton ATPase subunit D 0S=Sus scrofa OX=9823 GN=ATP6V1D PE=1 SV=1 3 11 1 247 282 9.36 1.9 1 1
TRUE L\’T'Zi:?r: K9IWE3  Histone-lysine N-methyltransferase ASH1L OS=Sus scrofa OX=9823 GN=ASH1L PE=2 SV=2 0 1 1 1 2958 331.4 9.38 1.9 1 1

220825034.3396285
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Pharmaceutics 2021, 13, 934

21 of 21

Table S3. Matrisome compoenents of retinal decellularized extracellular matrix (RAECM).

Division Category Name
Collagen Collagen, type XVIII, alpha 1
Proteoglycan Heparan sulfate proteoglycan 2
Agrin
Laminin, beta 2 (laminin S)
Core Matrisome Laminin, gamma 1 (formerly LAMB2)
ECM Glycoprotein Nidogen 2 (osteonidogen)

Tubulointerstitial nephritis antigen-like 1
Tenascin R (restrictin, janusin)
Von Willebrand factor A domain containing 1

Matrisome-associated

Fibroblast growth factor 2 (basic)

ted fact
Secreted factor 5100 calcium binding protein A14

ECM-affiliated protein Lectin, galactoside-binding, soluble, 1




