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Figure S1. Structural comparison and AlphaFold2 confidence analysis of CpGST. (a) 

Structural superposition of the AlphaFold2-predicted CpGST model with the mu-class 

GST from Fasciola hepatica in complex with GSH (PDB ID: 1FHE). CpGST is shown 

in light brown, while Fasciola hepatica GST and bound GSH are shown in light blue. 

(b) Per-residue confidence analysis of the AlphaFold2-predicted CpGST structures, 

assessed using the predicted Local Distance Difference Test (pLDDT). The pLDDT 

profiles of the five ranked AlphaFold2 models are overlaid as colored traces. pLDDT 

values indicate local model confidence, with scores >90 corresponding to very high 

confidence, 70–90 to good confidence, 50–70 to low confidence, and <50 to regions 

that may be disordered or poorly resolved.   

 


