
 

Figure S1. Variation of the binding affinity of acetate of artemisinin with the 17 
different variants of ACE2 proven to bind with coronaviruses (A). 3D illustration of 
artemisinin bound to the variant rs961360700 of ACE2, which exhibited the best free 
binding energy (-6.5 kcal/mol). Note the four conventional H-bonds (represented with 
green interrupted lines) and the involvement of three residues: Met11, Thr26 and 
Trp28. 


