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Supplemental Figure 1: Protein modulation in Evs-SB3 compared to nEVs. A) Graphical representation of protein modulation in EVs-SB3, in
relation to biological function. The results are expressed as fold change compared to the expression of each protein in control EVs. Right
Panels: Western blot analysis of two proteins differently expressed in EVs-SB3, compared to control EVs, FASN was chosen as
underexpressed protein (B) and haptoglobin was chosen as over-expressed protein (C). Bars represent the densitometric values of Western
blot results, normalized by [-actin expression.



