[ Epvaa | EPiYA-variant A

[ epvae [ epvac

a) CagA_1-CHC155 DQLNEATSAINRKIDRINKIASAGKGVGGFSGAGQSASP FDEANQAGFPLRRY
CagA_1-VN1291 DQLNEATSAINRKIDRINKIASAGKGVGGFSGAGRSASP FDEANQAGFPLRRS
CagA_1-HE93/10_v1 DQLNQAASGFGGVGEQAG-FPLKRHDKVDDLSKVGRSVSP DLGE---SFPLRRS
CagA_2-HES3/10_v1 DQLNQAASGFGGVGQAG-FPLKRHDKVDDLSKVGRSVSP LGGE---SFPLRRS
CagA_3-HE93/10_v1 DQLNQAASGFGGVGQAG-FPLKRHDKVDDLSKVGRSVSP LGG---SFPLRRS
Cag 1 DQLNQAASGLGGVGQAAGFPLKRHDKVEDLSKVGRSVSP LGE---PFPLKRH
CagA_2-24-A- EK1 DQLNQAASGLGGVGQAAGFPLKRHDKVEDLSKVGRSVSP LGB ---PFPLKRH
CagA_3-24-A- EK1 DQLNQAASGLGGVGQAAGFPLKRHDKVEDLSKVGRSVSP LGG---PFPLKRH
CagA_4-24-A- EK1 DQLNQAASGLGGVGQAAGFPLKRHDKVEDLSKVGRSVSP LGG---PFPLKRH

b) CagA_1-SHIM-010 s A TGQVTSPEGS | YDQVAKEVNEKINRLNEK - - - - -« - ------- ASASKGVGDFSGLGRLATRLDGREPIYVTIDDLGG---PYTLK
CagA_1-F57 NT AGQAASPEEPIYAQVAKKVSAKIDQLNEATSAINRKIDRINKIASAGKGVGGFSGAGRSAS - - - - PEBINATIDFDEANQAGFPLR

Figure S1. Classification of EPIY A-Motifs detected in cag4 genes of H. pylori. a) Strain relationship between CRISPR-like sequence
— EPIY A motifs; b) Strain unrelated EPIY A to CRISPR-like sequences.



