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bi- bi-
component component
leukocidin leukocidin
Staphylococcus_au 388 397 luk  LukED plu VIRULE VIRULE BLAST RCV70079 LukED
reus_31_cl 47 79 + E subunit E s NCE NCE NA NA X 311 311 100.00 99.68 311 1 subunit E
bi- bi-
component component
leukocidin leukocidin
Staphylococcus_au 397 407 luk  LukED plu VIRULE VIRULE BLAST CAA73668 LukED
reus_31_cl 84 64 + D subunit D s NCE NCE NA NA X 327 327 100.00 94.50 327 1 subunit D
serine serine
Staphylococcus_au 524 531 spl  protease plu VIRULE VIRULE BLAST ABD31004 protease
reus_31_cl 16 20 + A SplA s NCE NCE NA NA X 235 235 100.00 99.57 235 .1 SplA
serine serine
Staphylococcus_au 532 539 protease plu VIRULE VIRULE BLAST ABD31003 protease
reus_31_cl 48 67 + splB SplB s NCE NCE NA NA X 240 240 100.00 99.58 240 .1 SplB
Panton- Panton-
Valentine bi- Valentine bi-
luk  component component
Staphylococcus_au 427 428 S- leukocidin ~ plu VIRULE VIRULE BLAST AGW3387 leukocidin
reus_31_cl 948 883 + PV subunitS s NCE NCE NA NA X 312 312 100.00 99.68 312 4.1 subunit S
Panton- Panton-
Valentine bi- Valentine bi-
luk  component component
Staphylococcus_au 428 429 F- leukocidin plu VIRULE VIRULE BLAST BAA24008 leukocidin
reus_31_cl 888 862 + PV subunitF s NCE NCE NA NA X 325 325 100.00 98.77 325 .1 subunit F
staphylococ staphylococ
cal cal
Staphylococcus_au 321 322 enterotoxin  plu VIRULE VIRULE EXAC AMG4053  enterotoxin
reus_31_c2 699 418 + sel  typeL s NCE NCE NA NA TX 240 240 100.00 100.00 240 8.1 type L
staphylococ staphylococ
cal cal
Staphylococcus_au 322 323 enterotoxin  plu VIRULE VIRULE BLAST AAA2662  enterotoxin
reus_31_c2 591 388 - sec2 type C2 s NCE NCE NA NA X 266 266 100.00 99.25 266 4.1 type C2
Staphylococcus_au 543 578 collagen plu VIRULE VIRULE BLAST 118 BAB96477. collagen
reus_31_c3 24 72 + cna adhesinCna s NCE NCE NA NA X 3 1183 100.00 98.99 1183 1 adhesin Cna
polysacchari polysacchari
de de
intercellular intercellular
Staphylococcus_au 795 806 adhesin plu VIRULE VIRULE EXAC AUU5856  adhesin
reus_31_c3 65 14 - icaC biosynthesis s NCE NCE NA NA TX 350 350 100.00 100.00 350 1.1 biosynthesis
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lactam- lactam-
resistant resistant
peptidoglyc peptidoglyc
an an
transpeptida transpeptida
se MecA se MecA
complement complement
Staphylococcus_au 830 833 inhibitor plu VIRULE VIRULE EXAC ADL23798 inhibitor
reus_31_c5 25 72 scn SCIN-A s NCE NCE NA NA X 116 116 100.00 100.00 116 .1 SCIN-A
Staphylococcus_au 848 853 staphylokin plu VIRULE VIRULE BLAST CAA24957 staphylokin
reus_31_c5 73 61 sak ase s NCE NCE NA NA X 163 163 100.00 99.39 163 .1 ase
staphylococ staphylococ
cal cal
Staphylococcus_au 870 878 enterotoxin  plu VIRULE VIRULE EXAC BAV60816 enterotoxin
reus_31_c5 73 43 sea type A s NCE NCE NA NA TX 257 257 100.00 100.00 257 1 type A
staphylococ staphylococ
cal cal
Staphylococcus_au 121 122 enterotoxin  plu VIRULE VIRULE BLAST EYN56163 enterotoxin
reus_31_c5 762 487 seq typeQ s NCE NCE NA NA X 242 242 100.00 98.76 242 1 type Q
staphylococ staphylococ
cal cal
Staphylococcus_au 122 123 enterotoxin  plu VIRULE VIRULE BLAST AAW3643 enterotoxin
reus_31_c5 514 236 sek  typeK s NCE NCE NA NA X 241 242 99.59 97.10 241 9.1 type K
Staphylococcus_au 143 143 delta- plu VIRULE VIRULE BLAST AGU62139 delta-
reus_31_c5 296 373 hld hemolysin s NCE NCE NA NA X 26 26 100.00 96.15 26 .1 hemolysin




