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re S1: Comparison of the intergenic region between S and ORF3a genes, ORF3a gene, and the
intergenic region between ORF3a and ORF3b genes of traditional TGEVs, variant TGEVs, and PRCVs.
The representative traditional TGEVs are shown in blue color and the representative variant TGEVs
are shown in red color. Nucleotides are numbered according to TGEV PUR46-MAD sequence
(GenBank accession number AJ271965).
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Figure S2. Comparison of M gene of traditional TGEVs, variant TGEVs, and PRCVs. The representative
traditional TGEVs are shown in blue color and the representative variant TGEVs are shown in red
color. Nucleotides are numbered according to TGEV PUR46-MAD sequence (GenBank accession

number AJ271965).



