Table S1. Target genes and primer and probe sequences used for bacterial qPCR assays. BHQ:
Black Hole Quencher.

Organis | Ge | Forward Primer | Reverse Primer .o,
L, .o, [Dye]ProbeSequence 5" - 3

m ne | Sequenceb5’-3 Sequence 5" -3
S.

Iyt [ ACGCAATCTAGCAG | TCGTGCGITITAA | [Cy5]GCCGAAAACGCTTGATACAG
PREe | A | atcaacea TTCCAGCT GGAG[BHQ2]
niae
Mt hat | O™ CAGCCTAGCAGGCG | TIGCTTCAACGCC | [VIC]TTGGCTTTAAACCATTAGCM
A o1 | croTT CACATT GB]
1534
H.
influenz hd | TTGGCCCAGGTTGGT | TTACGCACGGTGT | [6FAM]CACTCCGTTGGTAAAAGAA
sett ' P ATATG AAGGATG CTTGCACA[BHQ1]

Table S2. Primer and probe sequences for the respiratory multiplex Real-Time multiplex PCR. BHQ:

Black Hole Quencher. Influenza A (generic and swine flu) from Carr et al'®. All other sequences from

Gunson & Carmen?’.

Virus Forward o Primer R,eve,rse Primer Sequence [DyelProbeSequence 5 - 3

target Sequence 5" - 3 5-3

Generic AAGACAAGACCAATY | TCTACGYTGCAGTCCY | FAM-

Influenza | CTGTCACCTCT CGCT TYACGCTCACCGTGCCC

A AGTG-BHQ

Influenza | TGTGCCACTTGTGAAC | CTGATTAGTGGATTGG | HEX-5'

A HINI1 | AGATTG TGGTAGTAGC TGATTCACAGCATCGGT

swine flu CTCACAGACAG 3'-BHQ

Influenza | ATGATCTTACAGTGG | CGAATTGGCTTTGRAT | CY5-

B AGGATGAAGAA GTCCTT ATGGCCATCGGATCCTC
AAYTCACTCT-BHQ

Human GCYGTYAGCTTCAGTC | GTTATCCCTGCATTGT | VIC-

metapneu | AATTCAA  (Common | CTGAAAACT CGCACAACATTTAGGA

movirus B | with A) ATCTTCT-MGBNFQ

Parainflue | GTGATTTAAACCCGG | CCTTGTTCCTGCAGCT | FAM-

nzavirus1 | TAATTTCTCA ATTACAGA ACCTATGACATCAACG
AC-MGBNFQ

Parainflue | ATGAAAACCATTTAC | CCTCCYGGTATRGCAG | VIC-

nza virus 2 | CTAAGTGATGGA TGACTGAAC TCAATCGCAAAAGC-
MGBNFQ

Parainflue | CCAGGGATATAYTAY | CCGGGRCACCCAGTT | FAM-

nza virus 3 | AAAGGCAAAA GTG TGGRTGTTCAAGACCTC
CATAYCCGAGAAA-
BHQ

Parainflue | CAGAYAACATCAATC | TGTACCTATGACTGCC | CY5-

nza virus 4 | GCCTTACAAA CCAAARA CCMATCACAAGCTCAG
AAATYCAAAGTCGT-
BHQ3A

Human CAGTCAAATGGGCTG | AAAGGGCTATAAAGA | FAM-

coronaviru | ATGCA GAATAAGGTATTCT CCCTGACGACCACGTT

s 229E GTGGTTCA-BHQ




Human CGATGAGGCTATTCC | CCTTCCTGAGCCTTCA | CY5-

coronaviru | GACTAGGT ATATAGTAACC TCCGCCTGGCACGGTA

s OC43 CTCCCT- BHQ

Human ACGTACTTCTATTATG | AGCAGATCTAATGTTA | VIC-

coronaviru | AAGCATGATATTAA TACTTAAAACTACG ATTGCCAAGGCTCCTA

s NL63 AACGTACAGGTGTT-
TAMRA

Respirator | AGATCAACTTCTGTCA | TTCTGCACATCATAAT | FAM-

y syncitial | TCCAGCAA TAGGAG CACCATCCAACGGAGC

virus A ACAGGAGAT-BHQ

Respirator | AAGATGCAAATCATA | TGATATCCAGCATCIT | FAM-

y syncitial | AATTCACAGGA TAAGTA TTTCCCTTCCTAACCTG

virus B GACATA-BHQ

Rhinoviru | TGGACAGGGTGTGAA | CAAAGTAGTCGGTCC | VIC-

S GAGC CATCC TCCTCCGGCCCCTGAAT
G-TAMRA

Adenoviru | GCCACGGTGGGGTTT | GCCCCAGTGGTCTTAC | CY5-

S CTAAACTT ATGCACATC TGCACCAGACCCGGGC
TCAGGTACTCCGA-BHQ

Table S3. Virological data from all 94 patients who had a nasopharyngeal swab taken. Data shown
are cycle threshold (Ct) levels. No signal or values higher than 36 were considered negative (not
shown in table). AdV: Adenovirus. EV: Enterovirus. FluA: Influenza A. FluB: Influenza B. HMV:
Human metapneumovirus. PF!-3: Parainfluenzavirus 1, 2 and 3. RhV: Human rhinovirus. RSV:

Respiratory syncytial virus.
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