Table S1. Proteomics of murine positive control and SAC-exposed bone marrow cultures in

comparison to negative control bone marrow cells. Significantly differently expressed proteins are

in bold.
Positive control S. aureus SACs

ANALYTE NPX Min Max p-value NPX Min Max p-value

ACVRL1 0.080198 -0.10633 0.266722  0.53909 | 0.506429 0.319904 0.692953 1.51E-06
ADAM23 -0.01126 -0.33606 0.313531 0.995875 | 0.057263 -0.26753 0.382057 0.899103
AHR 0.519393 0.118256 0.920531 0.009555 | 0.420159 0.019021 0.821296 0.038837
APBB1IP -0.0693 -0.34946 0.210868 0.811916 | 0.034648 -0.24552 0.314813 0.948893
AXIN1 0.093668 -0.14632 0.333658 0.599518 | 0.106194  -0.1338 0.346185 0.520293
CA13 0.188117 -0.22917 0.605408 0.507943 | 0.138142 -0.27915 0.555433 0.690413
CANT1 -0.0036 -0.32141 0.314206 0.999559 | 0.31755 -0.00026 0.635356 0.050212
CASP3 0.162021 -0.34083 0.664871 0.703805 | 1.607817 1.104966 2.110667 9.60E-08
CCL2 8.81005 8.017551 9.602549 2.10E-14 | 9.148914 8.356415 9.941414 2.10E-14
CcCL20 0.026476 -0.31521 0.368161 0.979587 | 0.36247 0.020785 0.704155 0.03612
CCL3 5.38239 4.80773 5.95705 2.11E-14 | 9.413543 8.838884 9.988203 2.10E-14
CCL5 -0.05182 -0.40103 0.297393 0.927331 | 2.184746 1.835534 2.533957 1.55E-13
CDH6 -0.00492  -0.1965 0.186668 0.997737 | 0.049103 -0.14248 0.240689 0.799667
CLMP 0.10242 -0.24738 0.452218 0.747615 | 0.04704 -0.30276 0.396838 0.93988
CLSTN2 0.083914 -0.26573 0.433555 0.821784 | 0.205938  -0.1437 0.555578 0.322245
CNTN1 -0.00673 -0.52663 0.513157 0.999423 | 2.099522 1.579631 2.619413 1.23E-09
CNTN4 -0.0538 -0.58783 0.480234 0.965765 | 2.014092 1.480063 2.548122 4.61E-09
CPE 0.117222 -0.12702 0.361461 0.465457 | 0.124439  -0.1198 0.368677 0.423963
CRIM1 0.904332 0.541812 1.266853 5.66E-06 | 1.319222 0.956702 1.681743 9.08E-09
CSF2 12.41882 11.65896 13.17868 2.10E-14 | 1.680909 0.921049 2.440769 3.21E-05
CXCL1 0.495879 -0.38927 1.381028 0.357239 | 8.059759  7.17461 8.944908 2.11E-14
CXCL9 0.161654 -0.36769 0.690995 0.72902 | 0.587522 0.058182 1.116863 0.027592
CYR61 0.174816 -0.17844 0.528071 0.444285 | 0.385834 0.032579  0.73909 0.051
DCTN2 -0.14064 -0.49816 0.216891 0.59482 | 0.088564 -0.26896 0.446092 0.811418
DDAH1 0.2086 -0.04211 0.459306 0.115792 | 0.668212 0.417506 0.918918 2.03E-06
DLK1 0.025326 -0.56809 0.618744 0.993759 | 2.261857 1.668439 2.855275 3.77E-09
DLL1 -0.05614 -0.44964 0.337354 0.93261 | 1.280693 0.887197 1.67419 7.01E-08
EDA2R 0.134764 -0.05114 0.320672 0.187645 | 0.163271 -0.02264 0.349179 0.092779
ENO2 0.102199 -0.16202 0.36642 0.604902 | 0.312828 0.048607 0.577049 0.018189
EPCAM 0.086451  -0.4128 0.585706 0.902476 | 2.609799 2.110544 3.109054 6.37E-12
EPO 0.031233 -0.12164 0.184105 0.867108 | 0.054049 -0.09882 0.20692 0.656011
ERBB4 -0.06824 -0.33292 0.196436  0.79755 | 0.285387 0.020708 0.550065 0.032852
FAS 0.61854 0.093644 1.143436 0.018774 | 0.806113 0.281217 1.33101 0.002221
FLI1 -0.00022 -0.29004 0.289609 0.999998 | 0.151759 -0.13807 0.441583 0.404773
FLRT2 0.05412 -0.37678 0.485023 0.947334 | 0.131029 -0.29987 0.561932 0.730964
FOXO1 -0.00503 -0.27401 0.263956 0.998801 | 0.09932 -0.16966 0.368301 0.631898
FST 0.815567 0.438595 1.192539 4.34E-05 | 0.587228 0.210256 0.9642 0.001938
FSTL3 -0.02648  -0.2431 0.190139 0.950036 | 0.579132 0.362515 0.79575 1.93E-06
GCG 0.03534  -0.2574 0.328082 0.951235 | 0.016187 -0.27656 0.308929 0.989548
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