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Supplementary Figure S1. Alpha diversity analysis of gut
microbiome of after FMT treatment Stool samples from patients after
fecal microbiota transplantation (FMT) or placebo treatments were
assessed by metagenomic analysis. Alpha diversity of samples was
assessed using comparisons of Amplicon Sequence Variants (ASVs)
and Shannon diversity indices. a. Observed features (ASVs) boxplot.
According to the number of ASVs, the microbial diversity between
FMT and placebo groups was not significantly different (p > 0.05). b.
Shannon diversity boxplot. The analysis of the Shannon diversity
indices showed that the microbial diversity between FMT and placebo
groups was not significantly different (p > 0.05).
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