Table S15. Polymorphisms and association with progression-free survival of the resected NSCLC

patients.
PFS
Gene SNPs Genotype Nl vents | VST 1C95% togRank | Ref ::J:;v&r;zt;
(mo) pvalue | Cat g 1C95% pvalue
AA 29 19 29.8 24.9NR
AG 14 8 57.8 16.8-NR 0.300
rs4646536 GG 5 2 279.2 NR-NR
A 43 27 29.8 24.7-NR 0.100
G 19 10 86.1 24.5NR 0.400
cC 3 2 279.2 12.3-NR
GC 15 7 86.1 24.5-NR 0.400
cPy2781 rs3782130 GG 30 20 29.4 24.7-NR
C 18 9 2792 | 245NR 0.200
G 45 27 53.6 24.9-NR 0.300
i 3 2 279.2 12.3-NR
GT 15 7 86.1 24.5NR 0.400
rs10877012 GG 30 20 29.4 24.7-NR
T 18 9 2792 | 245NR 0.200
G 45 27 536 24.9NR 0.300
cC 39 28 28.9 24.5-NR
cT 7 1 NR NR-NR 0.040
rs6068816 T 2 0 NR NR-NR
C 46 29 417 24.9NR 0.200
T 9 1 NR NR-NR 0.010 T | 849 1.15-62.67 0.0359
CYp24a1 GG 5 2 NR 29.4-NR
GA 15 10 536 26.4-NR 0.700
rs4809957 AA 28 17 45.0 16.8-NR
G 20 12 69.9 28.9-NR 0.900
A 43 27 536 24.7-NR 0.400
T 12 5 1752 | 86.10-NR
TG 22 14 296 | 2473N\R 0.100
GC rs7041 GG 14 10 233 8.67-NR
T 34 19 1043 | 29.43-NR 0.060 T | 2122 0.97-4.66 0.061
G 36 24 27.7 16.8-NR 0.100
GG 23 15 536 24.7NR
GA 23 [P 1043 | 24.9NR 0.300
CYP2R1 rs10741657 AA 2 2 20.6 16.8-NR
G 46 27 64.5 26.4NR 0.100
A 25 14 86.1 24.5-NR 1.000
AA 7 3 NR 28.9-NR
AG 27 16 294 24.5NR 0.700
'Sg::ﬁ)lo GG 14 10 64.5 21.6-NR
A 34 19 417 25.6-NR 0.900
G 41 26 536 24.7-NR 0.400
AA 2 2 1228 8.67-NR
AG 16 7 NR 25.60-NR 0.080
rs11568820 GG 30 20 59.0 24.73-NR
(Cdx-2)
A 18 9 294 16.8-NR 0.700
G 46 27 645 | 26.43-NR 0.040 G | 4345 0.97-19.53 0.0555
cC 21 12 1752 | 26.4NR
cT 22 13 575 13.9.NR 0.400
VDR rsZiZiI_WO T 5 4 24.9 21.6NR
(Foki C 43 25 86.1 25.6-NR 0.300
T 27 17 28.9 15.9-NR 0.300
AA P 7 29.4 21.6-NR
AC 22 [P 69.9 24.5NR 1.000
r57(2$|2)32 cc 14 10 64.5 24.7-NR
A 34 19 417 24.9NR 1.000
C 36 2 64.5 24.7-NR 0.900
cc 6 2 NR 29.8NR
cT 28 17 292 24.5-NR 0.500
rs(7T3a1qz|)36 T 14 10 64.5 21.6-NR
c 34 19 417 25.6-NR 0.900
42 27 415 24.7NR 0.300

MST: median survival time (months)
NR: not reached

Ref Cat: reference category

HR: hazard ratio

IC95%: 95% confidence interval



