Table S1 Identified peptides in digested samples

Stomach contents at 0.5 h
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Spectra

Protein (Unused Score =2.0)
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Stomach contents at 1.0 h

No. Sequence Spectra Quinoa Protein (Unused Score =2.0) Protein Accession
1 AVVKQAGEEGFE 1 legumin A-like XP_021770181.1
2 IDTSNHANQLDK 1 legumin A-like XP_021770181.1
3 IDTSNHANQLDKDYPKRF 1 legumin A-like XP_021770181.1
4 IVNAQGNSVFDDELRQG 1 legumin A-like XP_021770181.1
5 IVNAQGNSVFDDELRQGQL 1 legumin A-like XP_021770181.1
6 NIDDPSKADVYSPEAGRLT 2 legumin A-like XP_021770181.1
7 NIDDPSKADVYSPEAGRLTTL 1 legumin A-like XP_021770181.1
8 SAEKGVLYR 1 legumin A-like XP_021770181.1
9 SAEKGVLYRN 1 legumin A-like XP_021770181.1
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PROTEIN: glyceraldehyde-3-phosphate deh
ankyrin-3-like
heat shock cognate 70 kDa protein 2
elongation factor 1-alpha
r of RNA polymerase II transcription subuni
elongation factor TuB, chloroplastic-like
oleosin 1-like
PsbA (chloroplast)
13S globulin seed storage protein 1-like
PsbC (chloroplast)
rophyll a-b binding protein CP24, chloropla
oleosin 1-like
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Stomach contents at 2.0 h

No. Sequence Spectra Quinoa Protein (Unused Score =2.0) Protein Accession
1 LRVAPEEHPVL 3 actin-11 XP_021744491.1
2 VGDEAQSKRGIL 1 actin-11 XP_021744491.1
3 VGDEAQSKRGILTLKY 1 actin-11 XP_021744491.1
4 RLDLAGRDLTDY 1 actin-11 XP_021744491.1
5 LTYYTPEYETQ 2 hosphate carboxylase/oxygenase large subu YP_009380136.1
6 AGVKDYK 5 »hosphate carboxylase/oxygenase large subu YP_009380136.1
7 TFQGPPHGIQVERD 1 hosphate carboxylase/oxygenase large subu YP_009380136.1
8 TANDQGNRTTPSY 3 heat shock cognate 70 kDa protein 2 XP_021714917.1
9 TKMKEIAE 1 heat shock cognate 70 kDa protein 2 XP_021714917.1
10 TGVLKPGMVVTF 1 elongation factor 1-alpha-like XP_021715816.1
11 ASKSNGKRSNVEALI 3 guanylate-binding protein 2-like XP_021722291.1
12 HVLTSSILNAVRK 1 putative zinc transporter At3g08650 XP_021723322.1
13 RIGTGLFIATF 1 protein NRT1/ PTR FAMILY 4.3-like XP_021713499.1
14 SPGYYDGR 1 sphosphate carboxylase small chain 1, chloro XP_021755123.1
15 LENVIRDAVTY 2 histone H4 XP_021713480.1
16 NVINGGSHAGNKLAMQEF 1 enolase XP_021743148.1




17 ETTENESANEGYR 3 PsbA (chloroplast)

YP_009380110.1

Small intestine contents at 0.5 h

No. Sequence Spectra Quinoa Protein (Unused Score =2.0) Protein Accession
1 LTNINSNKLPILNYL 1 13S globulin seed storage protein 2-like XP_021752668.1
2 SETTLFRPENQG 1 legumin A-like XP_021768828.1
3 SKQKISSLKPVE 1 ‘haracterized protein LOC110736894 isoform XP_021772925.1
4 GKSLEQVLEIT 1 hexokinase-2-like XP_021749832.1

Small intestine contents at 1.0 h

No. Sequence Spectra Quinoa Protein (Unused Score =2.0) Protein Accession
1 YDTNNFQNQLDDNLRSF 1 13S globulin seed storage protein 2-like XP_021752668.1
1 DTNNFQNQLDDNLRSF 1 13S globulin seed storage protein 2-like XP_021752668.1
2 AVVKQAGEEGFEW 1 legumin A-like XP_021768828.1
*

No peptide was identified in small intestine contents at 2.0 h and the colon contents.



