
Supplementary data 

Table S1 

Sequences of the PCR primers used in this study for gene cloning and qPCR. 

Primer Sequences Primer 
Information 

ACC1-ORF-F 
ACC1-ORF-R 
ACC2-ORF-F 
ACC2-ORF-R 

acc1-F 
acc1-R 
acc2-F 
acc2-R 
fas-F 
fas-R 
scd-F 
scd-R 

elovl6-F 
elovl6-R 
dgat2-F 
dgat2-R 
cpt1-F 
cpt1-R 

acads-F 
acads-R 
ehhadh-F 
ehhadh-R 
acat1-F 
acat1-R 
acat2-F 
acat2-R 
cd36-F 
cd36-R 
mtp-F 
mtp-R 

apob100-F 
apob100-R 

fatp1-F 
fatp1-R 
fabp3-F 
fabp3-R 

ogt-F 

ATGTTTCCCTGGCTCACGTTTG 
CTAGGAGGAGGCCGACGTCTCC 
ATGCTCCCTTTTGCAGTTTTGGG 

TTAACTGGTGCTGGTGCTGTCCAT 
GACTTGGCGGAATACCTACTGG 
GCTTGCTGGATGATCTTTGCTT 

AAAGAATCCCTGTGCAGGCTGTC 
TCCTCCTCGGTCCAATCCACTC 
CAGCCACAGTGAGGTCATCC 

TGAGGACATTGAGCCAGACAC 
AAAGGACGCAAGCTGGAACT 
CTGGGACGAAGTACGACACC 

TCAACGAGGACGAAGCCATACGA 
CCCAGTGCGGACAGCACCAAATA 

TTCGGTGCTTTCTGCAACTTCG 
AAGGATGGGGAAGCGGAAGT 

GCTGAGCCTGGTGAAGATGTTC 
TCCATTTGGTTGAATTGTTTACTGTCC 

ACGAGTGGGTGCTGAATGG 
TGGATGAGGCTCTGATGCCCAACTT 

CCGTGGAGGTCCCATGTTCT 
GGCTGCCACTGGCCACGAGCCTCCT 

CGTTGCACCCATTGATTTCC  
GCCTCGTTGATCTCCCACAT 
CCTGACAGACGCCTTCCAT 

CCTTCACCTCCACTGAACCTTGTCT 
GAGCATGATGGAAAATGGTTCAAAG 
CTCCAGAAACTCCCTTTCACCTTAG 

CTTGAGTCGCTGATTGCTGC 
TGAGGTCGCTGTAACCCTTG 

AGAGTGTTGTCCAGGATAAAGATGC 
CAGGGCTCAGGGTCTCAGTC 

CAACCAGCAGGACCCATTACG 
CATCCATCACCAGCACATCACC 

CCAAACCCACCACTATCATCTCAG 
GCACCATCTTTCCCTCCTCTATTG 

ACATGGGTCTGCCTGGCTCTC 
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ogt-R 
oga-F 
oga-R 

camkk2-F 
camkk2-R 

lkb1-F 
lkb1-R 
β-actin-F 
β-actin-R 

ATGCCTGTAGTGTGACCGTTG 
ACAGCCGACAGGTGCCTCAG 

GCTGCTGGAACACCGTCGTAAC 
TCACAGAGTACGAGCCCAGTAGAC 

AGCAGGTCGCAGGAAGGAGTC 
AAGAAGATCGGGATCAGGGGC 
TGAGGGGTTGGATGAAGAGGA 
GACCTGACAGACTACCTCATG 
AGTTGAAGGTGGTCTCGTGGA 
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Figure S1 Nucleotide and deduced amino acid sequences of acc1 gene. The start 
codon (ATG) and the stop codon (TGA) are in bold. 
 
  



 
 
 
 



 

 
Figure S2 Nucleotide and deduced amino acid sequences of acc2 gene. The start 
codon (ATG) and the stop codon (TGA) are in bold. 
 
 
 
 
 
 
 



 



 



 



 



 



 

Figure S3 Multiple sequence alignment of the deduced AA sequences of large yellow 
croaker ACC1 with other fish species or mammals. Sequences comparison was performed 
using DNAMAN, and the identity/similarity shading is based on a 75% identity threshold. 
Identical residues are shown in dark blue shading and similar residues are shown in 
wathet blue shading. The identity shading is based on 89% identity threshold. 
  



 



 



 



 



 



 
Figure S4 Multiple sequence alignment of the deduced AA sequences of large yellow 
croaker ACC2 with other fish species or mammals. Sequences comparison was performed 
using DNAMAN, and the identity/similarity shading is based on a 75% identity threshold. 
Identical residues are shown in dark blue shading and similar residues are shown in 
wathet blue shading. The identity shading is based on 81% identity threshold. 


