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Figure S1. MALDI-TOF Mass Spectrum of IgG (1.67 × 10⁻⁷ mol/L, 200 µL) Tryptic 

Digest After Enrichment with p-TpBDH-OH 



Table S1. Detailed characterization of glycopeptides enriched from IgG tryptic digest 

using p-TpBDH and p-TpBDH-OH materials. 

 
N# denotes the identided N-linked glycosylation site. The mass tolerance were set as 20 ppm.  

 

No. m/z Glycan composition Glycopeptide 

sequence 

Enriched 

by TpBDH 

Enriched by 

TpBDH-OH 

1 2237.90 [Hex]3[HexNAc]2[Fuc]1 EEQFN#STFR √ √ 

2 2268.80 [Hex]3[HexNAc]2[Fuc]1 EEQYN#STYR √ √ 

3 2399.90 [Hex]3[HexNAc]3[Fuc]1 EEQFN#STFR √ √ 

4 2413.90 [Hex]3[HexNAc]3[Fuc]1 EEQFN#STYR √ √ 

5 2430.86 [Hex]3[HexNAc]3[Fuc]1 EEQYN#STYR √ √ 

6 2456.87 [Hex]3[HexNAc]4 EEQFN#STFR √ √ 

7 2470.97 [Hex]3[HexNAc]4 EEQFN#STYR √ √ 

8 2487.89 [Hex]3[HexNAc]4 EEQYN#STYR √ √ 

9 2561.00 [Hex]4[HexNAc]3[Fuc]1 EEQFN#STFR √ √ 

10 2593.93 [Hex]4[HexNAc]3[Fuc]1 EEQYN#STYR √ √ 

11 2601.98 [Hex]3[HexNAc]4[Fuc]1 EEQFN#STFR √ √ 

12 2617.97 [Hex]4[HexNAc]4 EEQFN#STFR √ √ 

EEQYN#STYR 

13 2633.96 
[Hex]3[HexNAc]4[Fuc]1 or 

[Hex]4[HexNAc]4 
or √ √ 

EEQFN#STYR 

14 2649.96 [Hex]3[HexNAc]4[Fuc]1 EEQYN#STYR √ √ 

15 2661.08 [Hex]3[HexNAc]5 EEQFN#STFR × √ 

16 2672.97 [Hex]3[HexNAc]5 EEQFN#STYR √ √ 

17 2676.96 [Hex]3[HexNAc]5 EEQYN#STYR √ √ 

18 2690.98 [Hex]3[HexNAc]5 EEQYN#STYR √ √ 

19 2764.03 [Hex]4[HexNAc]4[Fuc]1 EEQFN#STFR √ √ 

EEQFN#STFR 

20 2781.01 

 

 

 

21 2796.99 

[Hex]5[HexNAc]4 or 

[Hex]4[HexNAc]4[Fuc]1 

 

[Hex]4[HexNAc]4[Fuc]1 or 

[Hex]5[HexNAc]4 

or √ √ 

EEQFN#STYR 

EEQYN#STYR 

or √ √ 

EEQFN#STYR 

22 2805.05 [Hex]3[HexNAc]5[Fuc]1 EEQFN#STFR √ √ 

23 2811.99 [Hex]5[HexNAc]4 EEQYN#STYR √ √ 

24 2822.03 [Hex]4[HexNAc]5 EEQFN#STFR √ √ 

EEQYN#STYR 

25 2837.01 
[Hex]3[HexNAc]5[Fuc]1 or 

[Hex]4[HexNAc]5 
or √ √ 

EEQFN#STYR 

26 2853.10 [Hex]4[HexNAc]5 EEQYN#STYR √ √ 

27 2909.03 [Hex]4[HexNAc]4 [NeuAc]1 EEQFN#STFR √ × 

28 2926.08 [Hex]5[HexNAc]4[Fuc]1 EEQFN#STFR √ √ 



 

 

 

 

 

 

[Hex]4[HexNAc]5[Fuc]1 or 

 

 

 

 

 

 

 

 

 

 

 

√: Identified glycopeptides; ×: Non-identified glycopeptides. 

 

29 2943.03 [Hex]5[HexNAc]4[Fuc]1 EEQFN#STYR √ √ 

30 2959.10 [Hex]5[HexNAc]4[Fuc]1 EEQYN#STYR √ √ 

31 2967.10 [Hex]4[HexNAc]5[Fuc]1 EEQFN#STFR √ √ 

  [Hex]5[HexNAc]5    

32 2983.06 or EEQFN#STFR × √ 

  [Hex]4[HexNAc]5[Fuc]1    

EEQYN#STYR   

33 3000.07 or √ √ 

  
[Hex]5[HexNAc]5 

EEQFN#STYR   

34 3015.09 [Hex]5[HexNAc]5 EEQYN#STYR × √ 

35 3057.09 [Hex]4[HexNAc]4[Fuc]1[NeuAc]1 EEQFN#STFR √ √ 

36 3088.06 [Hex]4[HexNAc]4[Fuc]1[NeuAc]1 EEQYN#STFR × √ 

37 3104.10 [Hex]5[HexNAc]4 [NeuAc]1 EEQYN#STYR × √ 

38 3129.13 [Hex]5[HexNAc]5[Fuc]1 EEQFN#STFR √ √ 

39 3161.10 [Hex]5[HexNAc]5[Fuc]1 EEQYN#STYR √ √ 

40 3217.15 [Hex]5[HexNAc]4[Fuc]1[NeuAc]1 EEQFN#STFR √ √ 

41 3249.14 [Hex]5[HexNAc]4[Fuc]1[NeuAc]1 EEQFN#STFR √ √ 

 




