Table S1 The mean and standard deviation values of RMSD and Rg of every Complex

RMSD Rg
Standard deviation value  Average value  Standard deviation value  Average value
52 0.457 1.595 0.0909 0.895
N3 0.0492 0.233 0.0870 1.043
N4 0.0567 0.378 0.0833 1.049
N5 0.0691 0.276 0.0657 1.187
N7 0.0567 0.378 0.0662 0.974
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Figure S1. 2D interaction diagram of compounds N3, N4, N5, and N7 docked with receptor proteins



