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Supplementary Figure S8. Enriched KEGG pathway of DEGs between different control
groups. (A) LeafvsHusk, (B) LeafvsLeafCallus, (C)LeafvsRoot,(D) LeafvsSeed,(E) LeafvsStem,
(F) Root vsHusk,(G) RootvsLeafCallus, (H)RootvsSeed, () SeedvsHusk,(J) SeedvsLeafCallus,
(K) Stem vsHusk, (L) StemvsLeafCallus, (M)StemvsRoot, (N) StemvsSeed, (O)
HuskvsLeafCallus.



