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Minimum inhibitory concentration (MIC)

The MIC values of the compound were determined using the microdilution method using 96-well plates.

To determine the MIC values against gram-positive bacteria, gram-negative bacteria, and fungi, this
study cultured gram-positive and gram-negative bacteria in tryptic soy broth(TSB)[14] in a 37 <C bacterial
incubator for 24 h. The fungus was cultured in 50 ml TSB and bacterial culture incubator for 48 hours, the
bacteria were cultured to the logarithmic stage, 100 pul of the medium was added to each well, and 1 M solution
was diluted sequentially by gradient dilution. Secondly, this study sequentially adds 100 ul of bacteria or fungi
to each well of the 96-well plate. Finally, this study place the 96-well plates of bacteria in a bacterial incubator
at 37 <C for 24 h, while the 96-well plates of fungi are incubated in a bacterial incubator at 22 <C for 48 h.

The result is shown in Table S1.

Table S1. MIC (mmol/L) of all related compounds against bacteria

Bacteria Compound 3 Compound 3¢ Compound 4
E. coli ATCC35218 0.0325 0.125 0.0325
K. pneumoniae ATCC700607 0.0325 0.125 0.0325
S. enteritidis CICC21482 0.0325 0.125 0.065
P. aeruginosa ATCC27853 0.0325 0.125 0.0325
MRSA clinical isolate 0.125 0.065 0.065
C. albicans CMCC98001 0.0325 0.125 0.0325

Screening of Selumetinib targets

Table S2 Targets of three compounds.

Common name

Compound 3e Compound 4 Compound 3
SCNO9A ABCC1 PRKDC ESR1 KCNH2 TTK
HTR1A SPHK1 BACE1 ESR2 PIK3CA DDOST

SLC6A4 MDM2 AVPR2 PAK3 ADRA1D AURKA
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