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Figure S1. Visualization of MccE492 fibers in presence and absence of EGCG. Several fields of
negative-stain electron microscopy images show the effect of EGCG in the formation of amyloid fibers
after 48 h in PIPES aggregation buffer. These images correspond to two independent experiments

(N1 and N2). Scale bar: 200 nm.
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Figure S2. MccE492 secondary structure content at different temperatures in the absence (A) or
presence (B) of EGCG determined using the BestSel software.
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Figure S3. MccE492 antibacterial activity in the presence or absence of EGCG. Three pL of the
samples from the MccE492 aggregation assays in PIPES buffer were seeded onto a lawn of sensitive
E. coli strain. The formation of growth inhibition halos denotes MccE492 antibacterial activity.
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Figure S4. Acetonitrile (ACN)-gradient fractions obtained after a typical MccE492 purification. The
ACN fractions recovered after the purifications were checked by SDS-PAGE and silver-staining (A),
and Western blot (B).



Table S1. Secondary structure content of MccE492 amyloid at different temperatures in the

absence of 1 mM EGCG.

Helix -strand
Teml(o°ecl:r?ture Helix1 Helix2  Antil AftiZ Anti3 Para 'um Others NRMSD
15 191 115 00 00 00 356 00 338 0.06929
18 188 124 00 00 00 349 00 339 0.07098
21 191 126 00 00 00 346 00 338 007102
24 1941 123 00 00 00 344 00 343 0.07417
27 193 128 00 00 00 340 00 339 007579
30 184  13.1 00 00 22 338 00 326 0.07670
33 196 137 00 00 00 338 00 329 0.07399
36 200  14.0 00 00 00 338 00 322 007806
39 205  13.9 00 00 25 319 00 312 0.07726
42 206  13.9 00 00 20 319 00 317 0.07382
45 195 137 00 00 09 332 00 326 0.07647
48 183 137 00 00 04 337 00 337 0.07241
51 182 134 00 00 10 333 00 342 0.07667
54 173 133 00 00 24 320 00 350 007372
57 164 132 00 00 49 321 00 333 0.06603
60 16.0 132 00 00 45 322 00 342 0.06598
63 144 124 00 00 18 351 00 362 0.06676
66 124 114 00 00 34 336 00 392 0.06645
69 129 121 00 00 22 339 00 388 0.06910
72 17 97 00 00 42 348 00 397 0.06416
75 98 83 00 00 32 343 00 444 0.06882
78 105 104 00 00 37 335 00 419 0.06850
81 78 84 00 00 25 337 03 473 0.06921
84 7.1 8.4 00 00 31 323 08 482 0.07211
87 3.8 5.8 00 00 00 327 09 569 0.07820
90 23 46 00 00 34 286 09 602 008155
93 03 24 00 00 15 282 23 654 0.07661
96 0.0 1.2 00 00 00 256 31 702 0.09442




Table S2. Secondary structure content of MccE492 amyloid at different temperatures in the

presence of 1 mM EGCG.

Helix -strand
Teml(o°ecl:r?ture Helix1 Helix2  Antil AftiZ Anti3 Para 'um Others NRMSD
15 390 104 00 00 00 412 00 94  0.09809
18 367 119 00 00 00 412 00 102 0.09928
21 354 118 00 00 00 416 00 112 0.09880
24 342 115 00 00 00 415 00 128 0.10016
27 320 123 00 00 00 419 00 138 0.09680
30 328 116 00 00 00 418 00 138 0.10406
33 301 117 00 00 00 423 00 159 0.10098
36 203 12.1 00 00 00 419 00 167 0.10351
39 307 115 00 00 00 418 00 160 0.10203
42 286 117 00 00 00 421 00 17.6 0.10003
45 270 116 00 00 00 424 00 189  0.09940
48 248 117 00 00 00 419 00 216 0.09985
51 247 114 00 00 00 414 00 225 0.09649
54 263  10.8 00 00 00 406 00 223 0.09696
57 214 10.0 00 00 00 415 00 271 0.09747
60 210 96 00 00 00 402 00 291 0.09845
63 217 89 00 00 00 396 00 297 009542
66 201 7.0 00 00 00 389 00 340 0.10341
69 190 59 00 00 00 382 00 369 0.10988
72 215 45 00 00 00 361 00 379 0.10791
75 184 35 00 00 00 340 00 441 0.11015
78 197 1.0 00 00 00 300 00 493 011028
81 187 0.0 00 00 00 276 00 537 0.11804
84 183 0.0 00 00 00 262 00 555 0.12599
87 242 0.0 00 00 00 206 00 551 0.11457
90 199 0.0 00 00 00 156 00 646 0.12205
93 185 0.0 00 00 00 134 00 681 012198
96 214 00 00 00 00 95 00 691 0.12917




