supplemental material
Figure S1. Sequencing results:

ATTTTCCAACAGCACAAATAACGGGTTATTGTTTATAAATACTACTATTGCCAGCATTGC
TGCTAAAGAAGAAGGGGTATCTCTCGAGAAAAGAGAGGCTGAAGCTGAATTCATGGG
TTCTCATCATCATCATCATCATGATGATGATGATAAGGGTCCAAAGACTAAGGCTGCTTG
TAAGATGGCTTGTAAGTTGGCTACTTGTGGTAAGAAGCCAGGTGGTTGGAAGTGTAAG
TTGTGTGAATTGGGTTGTGATGCTGTTTAATCTAGAACAAAAACTCATCTCAGAAGAGG
ATCTGAATAGCGCCGTCGACCATCATCATCATCATCATTGAGTTTGTAGCCTTAGACATG
ACTGTTCCTCAGTTCAAGTTGGGCACTTACGAGAAGACCGGTCTTGCTAGATTCTAATC
AAGAGGATGTCAGAATGCCATTTGCCTGAGAGATGCAGGCTTCATTTTTGATACTTTTT
TATTTGTAACCTATATAGTATAGGATTTTTTTTGTCATTTTGTTTCTTCTCGTACGAGCTTG
CTCCTGATCAGCCTATCTCGCAGCTGATGAATATCTTGTGGTAGGGGTTTGGGAAAATC
ATTCGAGTTTGATGTTTTTCTTGGTATTTCCCACTCCTCTTCAGAGTACAGAAGATTAAG
TGAGACCTTCG

Figure S2. Comparison of sequencing results with Turgencin A gene sequences
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Figure S3. Plasmid Mapping:
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