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Figure S1. 2D gel replicates of Lupinus albus cultivars (Luxor, Multitalia and Modica Ecotype)
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Figure S2. 2D gel replicates of Lupinus luteus cultivars (Dukat, Taper and Mister)



Figure S3. 2D gel replicates of Lupinus angustifolius cultivar (Sonet)
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sp|F5B8WO0 | CONB2_LUPAN
sp|Q6EBC1 | CONB2_LUPAL
sp|Q53HY0 |CONB1_LUPAL

sp|F5B8WO | CONB2_LUPAN
sp|Q6EBCL |CONB2 LUPAL
sp|Q53HY0 | CONB1_LUPAL

sp|F5B8WO0 | CONB2_LUPAN
sp|Q6EBC1 | CONB2_LUPAL
sp|Q53HY0 |CONB1 LUPAL

sp |F5B8WO0 | CONB2_LUPAN
sp|Q6EBC1 | CONB2_LUPAL
sp|Q53HY0 |CONB1_LUPAL

sp|F5B8WO0 | CONB2_LUPAN
sp|Q6EBC1 | CONB2_LUPAL
sp|Q53HY0 |CONB1 LUPAL

sp|F5B8WO | CONB2 LUPAN
sp|Q6EBC1 | CONB2_LUPAL
sp|Q53HY0 |CONB1_LUPAL

sp|F5B8WO0 | CONB2_LUPAN
sp|Q6EBC1|CONB2_ LUPAL
sp|Q53HY0 | CONB1_LUPAL

sp |F5B8WO0 | CONB2_LUPAN
sp|Q6EBC1 | CONB2_LUPAL
sp|Q53HY0 |CONB1_LUPAL

sp |F5B8WO | CONB2_LUPAN
sp|Q6EBCL |CONB2_ LUPAL
sp|Q53HY0 | CONB1_LUPAL

sp|F5B8W0 | CONB2_LUPAN
sp|Q6EBCL | CONB2_LUPAL
sp|Q53HY0 | CONB1_LUPAL

sp|F5B8W0 | CONB2_LUPAN
sp|Q6EBC1 | CONB2_LUPAL
sp|Q53HY0 | CONB1_LUPAL

MANMRVKFPTLVLLLGIVFLMAVSIGIAYGEKNAIKNHERPQEREQEERDPRQQPRPRHQ
MGKMRVRFPTLVLVLGIVFLMAVSIGIAYGEKDVLKSHERPEEREQ-—————==—=———m——
MGKMRVRFPTLVLVLGIVFLMAVSIGIAYGEKDVLKSHERPEEREQ-————=—=—==——=——
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.2 HI

EEQEREHGREEERNREPSRGRSESEESREEEREQRREPSRGREQEQQPQHGRREEEEEWQ

PRROQRPQOSRREEREQ--EQGSSSSSGRQSGYERR—====-= EQREEREQQQEQDSRSESRR
PRROQRPQSRREEREQEQEQGSPSYPRRQSGYERRQYHERSEQREEREQEQQQGSPSYSRR
PRRORPOSRREEREQEQEQGSPSYPRRQSGYERRQYHERSEQREEREQEQQQGSPSYSRR

khkhkhkhkkkkhhkkkhr kkkk K hhhkrkkkk khkkkkkkkeskok * * Kkk

ORNPYYFSYERFQTLYKNRNGQIRVLERFDQRTNRLENLONYRIVEFQSKPNTLILPKHS
ORNPYHFSSORFOQTLYKNRNGKIRVLERFDQRTNRLENLONYRIVEFQSKPNTLILPKHS
ORNPYHFNSQRFQTLYKNRNGKIRVLERFDQRTNRLENLONYRIVEFQSKPNTLILPKHS

kkhkkkdhk ok, skkkhhkkdhkkhkhohhhhkhhkhhhhhhhhhhhhhhhhhhhhhkhhhddrhdrds

DADYILVVLNGRATITIVNPDKRQAYNLEHGDALRLPAGTTSYILNPDDNOQNLRVVKLATI
DADYVLVVLNGRATITIVNPDRRQAYNLEYGDALRIPAGSTSYILNPDDNQKLRVVKLATI

DADYVLVVLNGRATITIVNPDRROAYNLEYGDALRIPAGSTSYILNPDDNQKLRVVKLATI
Khkkghhhhhhhhhhhhhhhh g hhhhhhhshhhhhahhhohhhhhhhhhhhghhhdhhnks

PINNPGNFYDFYPSSTKDQOSYFNGFSRNTLEATFNTRYEEIQRIILGNEDGQEDEEQSR
PINNPGYFYDFYPSSTKDQOSYFSGFSRNTLEATFNTRYEEIQRIILGNEDEQEYEEQRR
PINNPGYFYDFYPSSTKDQOSYFSGFSRNTLEATFNTRYEEIQRILLGNEDEQEYEEQRR

khkkhhk khhdhdhhhhdhhhhhhk dhdhhdhhhdhhdhhdhhhhhdhhhkghhhdkd *% ddkdk *

GQEQSHQDQGVIVRVSKEQIQELRKHAQSSSGKGKPSESGPFNLRSDEPIYSNKFGNFYE
GQEQSDQDEGVIVIVSKKQIQKLTKHAQSSSGKDKPSDSGPFNLRSNEPIYSNKYGNFYE

GOEQSHODEGVIVRVSREQIQELTKYAQSSSGKDKPSQOSGPFNLRSNEPIYSNKYGNFYE
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ITPDRNPQVQDLDISLTFTEINEGALLLPHYNSKAIFIVVVGEGNGKYELVGIRDQQRQQ

khkkkkkkk Khkkashkkky rhkkkk KhkkhkkkAkrkhhdhg ehkkdk Fhkakeohkhhdhhdhdk s khk

DEQE--QEEVRRYNAKLSEGDIFVIPAGHPISINASSNLRLLGFGINADENQRNFLAGSE
DEQEEKEEEVIRYSARLSEGDIFVIPAGYPISINASSNLRLLGFGINADENQRNFLAGSK

DEQEEEPEEVRRYSARLSEGDIFVIPAGYPISVNASSNLRLLGFGINAYENQRNFLAGSE
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Figure S4. Sequence alignment of B-globulin/vicilin F5SB8WO0, Q6EBC1, and Q53HYO.
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tr|Q53I54|Q53I54_LUPAL
tr|Q53I55|Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
tr|Q53I55|Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
trQ53I55]Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
tr|Q53I55|Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
tr|Q53I55|Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
tr|Q53I55|Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
tr|Q53I55[Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
tr|Q53I55|Q53I55_LUPAL

tr|Q53I54|Q53I54_LUPAL
tr|Q53I55|Q53I55_LUPAL
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Figure S5. Sequence alignment of legumin-like proteins Q53154 and Q53I55.
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sp|F5B8V6 | CONA1l_LUPAN
sp|F5B8V7|CONA2_LUPAN
sp|F5B8V8 | CONA3_ LUPAN

sp|F5B8V6 | CONA1l_LUPAN
sp|F5B8V7|CONA2_LUPAN
sp|F5B8V8 | CONA3_LUPAN

sp|F5B8V6 | CONA1l LUPAN
sp|F5B8V7|CONA2_LUPAN
sp|F5B8V8 | CONA3_LUPAN

sp|F5B8V6 | CONA1l_LUPAN
sp|F5B8V7|CONA2_LUPAN
sp|F5B8V8 | CONA3_ LUPAN

sp|F5B8V6 | CONA1l_LUPAN
sp|F5B8V7|CONA2_LUPAN
sp|F5B8VS | CONA3_LUPAN

sp|F5B8V6 | CONA1l LUPAN
sp|F5B8V7|CONA2_ LUPAN
sp|F5B8V8 | CONA3_LUPAN

sp|F5B8V6 | CONA1l_LUPAN
sp|F5B8V7|CONA2_LUPAN
sp|F5B8V8 | CONA3 LUPAN

sp|F5B8V6 | CONA1_LUPAN
sp|F5B8V7|CONA2_LUPAN
sp|F5B8V8 | CONA3_LUPAN

sp|F5B8V6 | CONA1l LUPAN
sp|F5B8V7|CONA2_ LUPAN
sp|F5B8V8 | CONA3_LUPAN

sp|F5B8V6 | CONAl_LUPAN
sp|F5B8V7 |CONA2_ LUPAN
sp|F5B8VS | CONA3_LUPAN

sp|F5B8V6 |CONA1l LUPAN
sp|F5B8V7|CONA2 LUPAN
sp|F5B8VS8 | CONA3 LUPAN
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Figure S6. Sequence alignment of a-globulin proteins F5B8V6, F5B8V7 and F5B8V8
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tr|BOYJF8|BOYJIF8_LUPAN MAKMRVRLPMLILLLGVVFLLAASIGIAYGEKDFTKNP--PKEREEEEHEPRQQPRPRQQ 58

sp|F5B8V9 |CONB1_LUPAN MAKMRVRLPMLILLLGVVFLLAASIGIAYGEKDFTKNP--PKEREEEEHEPRQQPRPRQQ 58
tr|B8Q5G0 |B8Q5GO_LUPAN MAKMRVRLPMLILLLGVVFLLAASIGIAYGEKDFTKNP—-PKEREEEEHEPRQQPRPRQQ 58
sp|F5B8W3 | CONB5_LUPAN MAKMRVRFPMLVLLLGVVFLLAVSIGIAYGEKDVIKNPERPEERQEEERDPRQPPRSRQQ 60
tr|BOYJF7|BOYJIF7_LUPAN 0
sp|F5B8W@ | CONB2_LUPAN MANMRVKFPTLVLLLGIVFLMAVSIGIAYGEKNAIKNHERPQEREQEERDPRQQPRPRHQ 60
sp|F5B8W1|CONB3_LUPAN MAKMRVRFPTLVLLLGIVFLMAVSIGIAYGEKNVLKNHERPQEREQEERDPRQQPRPHHQ 60
sp|F5B8W2 | CONB4_LUPAN MIKMRVRFPTLVLLLGIVFLMAVSIGIAYGEKNVIKNHERPQEREQEERDPRQQPRPHHQ 60
tr|BOYJF8|BOYJIF8_LUPAN EEQEREHRREEKHDGEPSRGRSQSEESQEEEHERRREHHREREQEQQPRPQRRQEEE——— 115
sp|F5B8V9|CONB1_LUPAN EEQEREHRREEKHDGEPSRGRSQSEESQEEEHERRREHHREREQEQQPRPQRRQEEE-—— 115
tr|B8Q5G0 |B8Q5GA_LUPAN EEQEREHRREEKHDGEPSRGRSQSEESQEEEHERRREHHREREQEQQPRPQRRQEEE——— 115
sp|F5B8W3 | CONB5_LUPAN EEQEREHRREKERDREPSRGRSESKQSQEEERERRKEHDREREQEQQPQYGRRHEEEEKG 120
tr|BOYJF7|BOYJIF7_LUPAN ERQEEERERRREPCREREQEQQPQHGRREEEE--— 33
sp|F5B8W0 | CONB2_LUPAN EEQEREHGREEERNREPSRGRSESEESREEEREQRREPSRGREQEQQPQHGRREE~ 115
sp|F5B8W1|CONB3_LUPAN EEQEREHRRES—————————————| EESQEEEREQRREPRREREQEQQPQHGRREE~— 102
sp|F5B8W2 | CONB4_LUPAN EEQEREHRREEERDREPSRGRSESEESREEEREQRREPRREREQEQQPQHGRREE———-— 115
DRRKIKIRIR K kkkklokkl kK, k
tr|BOYJF8|BOYJIF8_LUPAN EEEEEWQPRRQRPQSRREEREEREQEQGSSSGSQRGSGDERRQH-~ 159
sp|F5B8V9|CONB1_LUPAN EEEEEWQPRRQRPQSRREEREEREQEQGSSSGSQRGSGDERRQH- 159
tr|B8Q5G0 |B8Q5GO_LUPAN EEEEEWQPRRQRPQSRREEREEREQEQGSSSGSQRGGGDERRQH-— 159
sp | F5B8W3 | CONB5_LUPAN EEEEEGOARRORPORRREE-—--REOEQGSSSESRRQSGDERRHRHEKREQREEREOEOGS 177
tr|BOYJF7|BOYJIF7_LUPAN 73
sp | F5B8W0 | CONB2_LUPAN 154
sp|F5B8W1|CONB3_LUPAN 141
sp|F5B8W2 | CONB4_LUPAN ——-EEEWQPRRQRPQSRREE---REQEQGSSSSSRRQSGYERRE-—— 153
Fkk k Kk dokk kK ikk RRkklokkkk k1 Lk kK,
tr|BOYJF8|BOYJIF8_LUPAN RERRVHREEREQEQDSRSDSRRQRNPYHFSSNRFQTYYRNRNGQIRV 206
sp|F5B8VY |CONB1_LUPAN RERRVHREEREQEQDSRSDSRRQRNPYHFSSNRFQTYYRNRNGQIRV 206
tr|B8Q5G0 |B8Q5G0_LUPAN —RERRVHREEREQEQDSRSDSRRQRNPYHFSSNRFQTYYRNRNGQIRV 206
sp|F5B8W3 | CONBS_LUPAN SSGRQSDYGRRORHEGREOREEREOEQGSSSESHRLRNPYYFSSERFOTRYKNKNGOIRV 237
tr|BOYJF7|BOYJIF7_LUPAN —-—~HERREQRDEKEKEQDSRSDSRRQRNPYHFSSERFQTRYRNRNGQIRV 120
sp|F5B8W@ | CONB2_LUPAN ——REEREQ----QQEQDSRSESRRQRNPYYFSYERFQTLYKNRNGQIRV 197
sp|F5B8W1|CONB3_LUPAN EQEQGSRSDSRRQRNPYYFSSERFQTLYRNRNGQIRV 184
sp|F5B8W2 | CONB4_LUPAN EQEQGSRSDSRRQRNPYYFSSERFQTLYRNRNGQIRV 194
Dikk.k KkIkIK Skkkki¥k D¥okkk ki Ddokkkokk
tr|BOYIF8|BOYIF8_LUPAN LERFNQRTNRLENLQNYRIIEFQSKPNTLILPKHSDADFILVVLNGRATITIVNPDKRQV 266
sp|F5B8V9|CONB1_LUPAN LERFNQRTNRLENLQNYRITEFQSKPNTLILPKHSDADFILVVLNGRATITIVNPDKRQV 266
tr|B8Q5G0 |B8Q560_LUPAN LERFNQRTNRLENLQNYRIIEFQSKPNTLILPKHSDADFILVVLNGRATITIVNPDKRQV 266
sp|F5B8W3 | CONB5_LUPAN LERFDQRTNRLENLONYRIVEFQSRPNTLILPKHSDADYILVVLNGRATITIVNPDKRQA 297
tr|B@YJIF7|BOYIF7_LUPAN LERFDQRTNRLENLQNYRIVEFQSNPNTLILPKHSDADYILVVLNGRATITIVNPDKRQA 180
sp|F5B8We | CONB2_LUPAN LERFDQRTNRLENLQNYRIVEFQSKPNTLILPKHSDADYILVVLNGRATITIVNPDKRQA 257
sp|F5B8W1 | CONB3_LUPAN LERFDQRTNRLENLQNYRIVEFQSKPNTLILPKHSDADYILVVLNGSATITIVNPDKRQS 244
sp |F5B8W2 | CONB4_LUPAN LERFDQRTDRLENLONVRIVEFDSKPNTLILPKHSDADYILVU’LNGSATITIVNPDKROS 254
sotokok ok 1 Her o
tr|BOYJIF8|BOYIF8_LUPAN YNLEQGDALRLPAGTTSYILNPDDNQNLRVAKLAIPINNPGKLYDFYPSTTKDQQSYFSG 326
sp|F5B8V9|CONB1_LUPAN YNLEQGDALRLPAGTTSYILNPDDNQNLRVAKLAIPINNPGKLYDFYPSTTKDQQSYFSG 326
tr|B8Q5GA | BBQ5GA_LUPAN YNLEQGDALRLPAGTTSYILNPDDNQNLRVAKLAIPINNPGKLYDFYPSTTKDQQSYFSG 326
sp|F5B8W3 | CONBS_LUPAN YNLEYGDALRLPAGTTSYILNPDDNQDLRVVKLAIPINNPGKFYDFYPSRTKDQQSYFSG 357
tr|BOYJIF7|BOYIF7_LUPAN YNLEYGDALRLPAGTTSYILNPDDNQNLRVVKLAIPINNPSNFYDFYPSSTKDQQSYFSG 240
sp|F5B8We | CONB2_LUPAN YNLEHGDALRLPAGTTSYILNPDDNQNLRVVKLAIPINNPGNFYDFYPSSTKDQQSYFNG 317
sp |F5B8W1 | CONB3_LUPAN YNLENGDALRLPAGTTSYTLNPDDNQNLRVVKLAIPINNPGNFYDFYPSSSKDQQSYFSG 304
sp|F5B8W2 | CONB4_LUPAN YNLENGDALRLPAGTTSYILNPDDNQNLRVVKLAIPINNPGNFYDFYFSSSKDQQSYFSG 314
Fdokk DRkk, ok
tr|BoYJF8|BOYIF8_LUPAN FSKNTLEATFNTRYEEIERVLLGDDELQENEKQRRGQEQSHQDEGVIVRVSKKQIQELRK 386
sp|F5B8V9|CONB1_LUPAN FSKNTLEATFNTRYEEIERVLLGDDELQENEKQRRGQEQSHQDEGVIVRVSKKQIQELRK 386
1tr|B8Q5G0 |B8Q5GB_LUPAN FSKNTLEATFNTRYEEIERVLLGDDELQENEKQRRGQEQSHQDEGVIVRVSKKQIQELRK 386
sp|F5B8W3 | CONBS_LUPAN FSKNTLEATFNTHYEEIQRILLGYEDEQEDEEQRREQEQSHQDEGVIVRVSKEQIQELRK 417
tr|BOYIF7 |BOYIF7_LUPAN FSKNTLEATFNTRYEEIQRILLGNEDEQEDEEQRRGQEQSYQDEGVIVRVSKEQIQELRK 300
sp|F5B8We | CONB2_LUPAN FSRNTLEATFNTRYEEIQRIILGNEDGQEDEEQSRGQEQSHQDQGVIVRVSKEQIQELRK 377
sp|F5B8W1|CONB3_LUPAN FSKNTLEATFNTRYEEIQSILLGNEDEQEDDEQWHGQEQSHQDEGVIVRVSKEQVQELRK 364
sp|F5B8W2 | CONB4_LUPAN FSRNTLEATFNTRYEEIQRILLGNEDEQEDDEQRHGQEQSHQDEGVIVRVSKEQVQELRK 374
sk DokocloRdokok Dkkkk D DIk 11 RKIIIR D dokkok Dok DikRRoRIoRK | Lok
tr|BOYJF8|BOYIF8_LUPAN HAQSSSGEGKPSESGPFNLRSNKPIYSNKFGNFYEITPDINPQFQDLNISLTFTEINELW 446
sp|F5B8V9|CONB1_LUPAN HAQSSSGEGKPSESGPFNLRSNKPIYSNKFGNFYEITPDINPQFQDLNISLTFTEINEGA 446
tr|B8Q5GO |B8Q560_LUPAN HAQSSSGEGKPSESGPFNLRSNKPIYSNKFGNFYEITPDINPQFQDLNISLTFTEINEGA 446
sp|F5B8W3 | CONBS_LUPAN HAQSSSRKGKPSESGPFNLRSNEPIYSNKFGNFYEITPDRNPQVQDLDISLIFTEISEGA 477
tr|BOYIF7|BOYIF7_LUPAN HAQSSSRKGKPSESGPFNLRSNESIYSNKFGNFYEITPERNPQVQDLDISLTFTEINEGA 360
sp|F5B8W@ | CONB2_LUPAN HAQSSSGKGKPSESGPFNLRSDEPIYSNKFGNFYEITPDRNPQAQDLDISLTFIEINEGG 437
sp|F5B8W1 | CONB3_LUPAN YAQSSSRKGKPYESGPFNLRSNKPIYSNKFGNFYEITPDRNPQAQDLDISLTFIEINEGA 424
sp|F5B8W2 | CONB4_LUPAN YAUSSSRKGKPSKSGPFNLRSNKPIYSNKFGNFYEITPNRNPOAOULDISLTFIEINEGA 434
Dlkkk Dkk ] Todkk kkk DioRK R ok K
tr|BOYJF8|BOYJIF8_LUPAN LTKEKE--—-IMN 455
sp|F5B8V9 |CONB1_LUPAN LLLPHYNSKAIFIVVVDEGEGNYELVGIRDQQRQQDEQEEEYEQGEEEVRRYSDKLSKGD 506
tr|B8Q5G0 |B8Q5GO_LUPAN LLLPHYNSKAIFIVVVDEGEGNYELVGIRDQQRQQDEQEEEYEQGEEEVRRYSDKLSKGD 506
sp|F5B8W3 | CONB5_LUPAN LLLPHYNSKAIFVIVVDEGEGNYELVGIRNQQRQQDEQE: VEEVRSYNARLSEGD 531
tr|BOYJF7|BOYIF7_LUPAN LLLPHYNSKAIFIVVVDEGEGNYELVGIRDQQRQQDEQEEE~ 416
sp|F5B8W@ | CONB2_LUPAN LLLPHYNSKAIFVVVVDEGEGNYELVGIRDQERQQDEQE~ 491
sp|F5B8W1|CONB3_LUPAN LLLPHYNSKAIFVVVVDEGEGNYELVGIRDQQRQQDEQ 475
sp|F5B8W2 | CONB4_LUPAN LLLPHYNSKAIFVVLVDEGEGNYELVGIRDQQRQQDEQ-~ ~—~EVRRYSARLSEGD 485
* H *3
tr|BOYJF8|BOYIFS_LUPAN 455
sp|F5B8V9 |CONB1_LUPAN VFIIPAGHPLSINASSNLRLLGFGINANENQRNFLAGSEDNVIKQLDREVKELTFPGSIE 566
tr|B8Q5G0 |B8Q5G0_LUPAN VFIIPAGHPLSINASSNLRLLGFGINANENQRNFLAGSEDNVIKQLDREVKELTFPGSIE 566
sp|F5B8W3 | CONBS_LUPAN ILVIPAGHPLSINASSNLRLLGFGINADENQRNFLAGSEDNVIRQLDREVKELIFPGSAE 591
tr|BOYJF7|BOYJIF7_LUPAN IFVIPAGYPISVNASSNLRLLGFGINANENQRNFLAGSEDNVISQLDREVKELTFPGSAQ 476
sp|F5B8W0 | CONB2_LUPAN IFVIPAGHPISINASSNLRLLGFGINADENQRNFLAGSEDNVIRQLDKEVKQLTFPGSVE 551
sp|F5B8W1 | CONB3_LUPAN IFVIPAGHPISINASSNLRLLGFGINADENQRNFLAGSEDNVIRQLDREVKGLIFPGSAE 535
sp|F5B8W2 | CONB4_LUPAN IFVIPAGHPISINASSNLRLLGFGINADENQRNFLAGSEDNVIRQLDTEVKGLTFPGSTE 545
tr|BOYJF8|BOYIF8_LUPAN 455
sp|F5B8V9 |CONB1_LUPAN DVERLIKNQQQSYFANAQPQQQ-QQREKE! ISSILNALY- 611
tr|B8Q5G0 |B8Q5GO_LUPAN DVERLIKNQQQSYFANAQPQQQ-QQREKE! ISSILNALY 611
sp|F5B8W3 | CONBS_LUPAN DVERLIRNQQQSYFANAQPQQQQQQREKEGRRGRRGPISSILSALY~ 637
tr|BOYJF7|BOYJIF7_LUPAN DVERLIKNQQQSYFANAQPQQK-QQREKEGRRGRRSLISSILSTL——————Y 521
sp|F5B8W0 | CONB2_LUPAN DVERLIKNQQQSYFANAQPQQQ- QQREKEGRRGRRGLSFPFRSLFTKLLSTIM 603
sp|F5B8W1|CONB3_LUPAN DVERLIKNQQQSYFANAQPQQQ-QQREREGRHGRRGHISSILSTLY-~ 580
sp|F5B8W2 | CONB4_LUPAN DVERLIKNQQQSYFANAQPQQQ-QQREREGRRGRRGHISSILSTLY -~ 590

Figure S7. Sequence alignment of B-globulin proteins BOYJF7, BOYJF8, F5B8WO0, F5B8W1, F5B8W?2,
F5B8W3, F5B8V9 and B8Q5GO.
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Figure S8. 2D gel map comparison of Modica Ecotype (A) and Luxor cultivar (B). Excised spots are
highlighted in green. The corresponding identifications are reported in Tables S2 — 4, where spot ID are
reported with an asterisk (*).
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Figure S9. 2D gel map comparison of Taper (A) and Dukat cultivar (B). Excised spots are highlighted in
green. The corresponding identifications are reported in Tables S5 — 6, where spot ID are reported with an
asterisk (*).
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Figure S10. 2D gel map comparison of cv Taper (A) cv Mister (B). Excised spots are highlighted in green.
The corresponding identifications are reported in Tables S7 - 8, where spot ID are reported with an asterisk

(*).



