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Figure S1(a). Distance plot of the CS1 protein substrate complex with 3CLpro main protease.

/\/\

4

'

Figure S1(b). 3D picture from chimera showing the distance of the CS1 substrate from the active site of
the 3CLpro main protease.
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Figure S2(a). Distance plot of the CS2 protein substrate complex with 3CLpro main protease.
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Figure S2(b). 3D picture from chimera showing the distance of the CS2 from the active site of the
3CLpro main protease.
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Figure S3. RMSD of the apo 3CLpro main protease plot from Chimera.
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Figure S4(a). Distance plot of the CS1 protein substrate complex with PLpro papain-like protease.



Figure S4(b). 3D picture from chimera showing the distance of the CS1 substrate from the active site of
the PLpro protease.
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Figure S5(a). Distance plot of the CS2 protein substrate complex with PLpro papain-like protease.



Figure S5(b). 3D picture from chimera showing the distance of the CS2 from the active site of the PLpro
protease.
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Figure S6. RMSD of the apo PLpro papain-like protease plot from Chimera.
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Figure S7. DCCM plot of the alpha-Carbon fluctuations for the 600 ns simulation period (a) PLpro apo-

protein (b) PLpro—CS1 complex (c) PLpro—CS2 complex.



