Supplementary Materials

Table S1: The sequencing analysis of the RNA R8 aptamer pool.

GROUP 1 [7/26] [26.9 %]

R8-su08 CAUACUGAGUAAGAUCGGAAAUUUCGGUGUAAGGCCACGG
R8-sull CAUACUGAGUAAGAUCGGAAAUUUCGGUGUAAGGCCACGG
R8-sul2 CAUACUGAGUAAGAUCGGAAAUUUCGGUGUAAGGCCACGG
R8-sul3 CAUACUGAGUAAGAUCGGAAAUUUCGGUGUAAGGCCACGG
R8-su027 CAUACUGAGUAAGAUCGGAAAUUUCGGUGUAAGGCCACGG
R8-su101 CAUACUGAGUAAGAUCGGAAAUUUCGGUGUAAGGCCACGG
R8-su215 CAUACUGAGUAAGAUCGGAAAUUUCGGUGUAAGGCCACGG

GROUP 2 [2/26] [7.7 %]

R8-su061

UGGAUGUAUGGAACUUGCAGAUCUUAACUGCACGAAGCGU

R8-su057

UGGAUGUAUGGAACUUGCAGAUCUUAACUGCACGAAGCGU

Group 3 [4/26] [15.4 %]

R8-sul5 ACACGUUGCUGAAACAUACCGAGUAACAUAAAGCGGGUG
R8-sul6 ACACGUUGCUGAAACAUACCGAGUAACAUAAAGCGGGUG
R8-su007 ACACGUUGCUGAAACAUACCGAGUAACAUAAAGCGGGUG
R8-su011 ACACGUUGCUGAAACAUACCGAGUAACAUAAAGCGGGUG

UNGROUPED [13/26] [50 %]

R8-su014 AAAUAGACUAUUCCGGUGUAGUAGCCAGUAGAGACAUGAG
R8-su037 AAAUCAAGGGAAGAAGCCACAGUUUUUAUGCCAUCGGGGA
R8-sul47 AAAUACCGAUAUCGUGCCACAUACUGAGAAACACUGUCGG
R8-sul37 AUAUCGAGAUCUUGUACUUGUGAUAUGGUGUUAUGGGGUG
R8-su024 CAUACUGAGAAAGAUCGGUCAAGAGUAGUGGAAUUCUGCC
R8-su073 CAUAUGGGACCGACCAUUUUACAUUGAUAAGCUGUACGGU
R8-su209 CCACGUGAAGGAGAAAGUAACAAGGUUGUUUGUGUCGCUG
R8-su068 GUUAGUCGGUUUCUAACAAAACGAUGUUUGAGAGGUGGCC
R8-su012 UAUGUGUACAUGCACUAUUAACCGUACUGAUAUUCGUGUU
R8-su36 UAUUGGGUUGAUCUACAUUGAGGUGUGACGUCGUGGAAGG
R8-su025 UUAACUGUGCAGAUUCAGUUAAUGUAGUAGAUGCCACCGG
R8-su031 UGAAACAUACGGAGAAACAUUUUGGAGUUGAAGGUCGAUU
R8-sul64 UCGGUAAUUACGCCAUGUUCUUCGCUAGGAACACUAAGGG




