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Figure S1. The selected far-UV CD spectra of Hfq variants for the crucial points of GuHCl-induced unfolding of

the proteins: (a) WT Hfq at the protein concentration 66 uM (monomer), GuHCI concentration from bottom to
top: 0 M, 274 M, 3.18 M, 448 M, 4.68 M, 5.47 M; (b) Hfq Y55W mutant at the protein concentration 66 pM
(monomer), GuHCI concentration from bottom to top: 0 M, 1.44 M, 2.21 M, 2.67 M, 4.04 M, 5.1 M; (c¢) Hfq YS55W
mutant at the protein concentration 6 uM (monomer), GuHCI concentration from bottom to top: 0 M, 1.44 M,
221M,2.67M,4.04M,5.1M.



