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SUPPLEMENTAL FIGURES 
 
 

 
 
Figure S1: Microbiota richness and diversity comparisons between hard and soft tissue 

communities. A) Total OTUs and B) Chao-1 values are shown for sample richness in 

control’s hard tissue (n=27), soft tissue (n=30) and PD’s hard tissue (n=28) and soft tissue 

(n=30). C) Shannon entropy and D) Simpson’s Index of Diversity (1-D) represent diversity 

and evenness estimates. There are no significant differences in richness or diversity 

between sample sites or subject cohorts, as assessed by Kruskal-Wallis ANOVA. Box 

limits indicate the 25th and 75th percentiles as determined by R software; center lines 
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show medians; whiskers extend 1.5 times the interquartile range from the 25th and 75th 

percentiles; data points are plotted as open circles.  

 

 
 
Table S1. Most abundant species that differ by hard and soft tissue. 142 OTUs were 

found to be differentially abundant between sampling sites of hard and soft tissue. OTUs 

that are significantly different between hard and soft tissue are shown in bold on this list 

of most abundant 60 species.  
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Figure S2: (A) Jaccard and (B) Bray-Curtis Principal Component (PCo) plots of bacterial 
communities in patients with Parkinson’s disease (orange) and controls (blue). For each 
panel, one dimensional comparisons are shown on the X (PCo 1, PCo 3) and Y (PCo2, 
PCo 3) axes. Two dimensional plots for PCo 1-2, PCo 2-3, and PCo 1-3 are shown from 
left to right. Both Jaccard and Bray-Curtis PERMANOVA values are significant, with p-
values of 0.004 and 0.005, respectively. This figure is supplemental to Figure 2, which 
shows community distribution in 3 dimensions (PCo 1,2,3).  
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Figure S3: Beta diversity of hard tissue. There were no significant differences in hard 

tissue microbiota composition between patients with PD (blue) and controls (green). 

Community distributions are indicated with colored circles. A) Bray-Curtis Principal 

component (PCo) plot (Permanova, p = 0.246). B) Jaccard Principal component (PCo) 

plot (Permanova, p = 0.237). C) Weighted UniFrac Principal component (PCo) plot 

(Permanova, p = 0.136). D) UnWeighted UniFrac Principal component (PCo) plot 

(Permanova, p = 0.27). Each point represents one sample; longer distances between 

points represent larger differences in microbiota composition. 


